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Supplementary Table 5. Relationships between prognosis and expression of the 10 genes were investigated in LIHC with respect to OS and RFS.
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HR low up p-value HR low up p-value
NOL10 2.48 1.75 3.51 1.40E-07 1.8 1.27 2.54 0.00075
BMS1 2.38 1.67 3.4 9.40E-07 2.09 1.5 2.9 8.60E-06
IMP4 1.83 1.3 2.59 0.00047 1.56 1.12 2.17 0.0077



NOP14 1.81 1.27 2.59 0.00084 1.31 0.92 1.88 0.14
TBL3 1.4 0.97 2.02 0.073 1.69 1.12 2.56 0.012



HEATR1 1.91 1.33 2.74 0.00035 1.5 1.04 2.16 0.028
UTP20 2.15 1.52 3.05 1.10E-05 2.02 1.44 2.85 3.80E-05
NOL6 1.94 1.36 2.78 0.00022 1.96 1.38 2.79 0.00013
UTP18 1.91 1.32 2.76 5.00E-04 1.77 1.27 2.48 0.00071
WDR46 1.92 1.28 2.9 0.0015 1.58 1.14 2.2 0.0059



OS (n=364) RFS (n=316)
Genes










HR low up p-value HR low up p-value

NOL10 2.48 1.75 3.51 1.40E-07 1.8 1.27 2.54 0.00075

BMS1 2.38 1.67 3.4 9.40E-07 2.09 1.5 2.9 8.60E-06

IMP4 1.83 1.3 2.59 0.00047 1.56 1.12 2.17 0.0077

NOP14 1.81 1.27 2.59 0.00084 1.31 0.92 1.88 0.14

TBL3 1.4 0.97 2.02 0.073 1.69 1.12 2.56 0.012

HEATR1 1.91 1.33 2.74 0.00035 1.5 1.04 2.16 0.028

UTP20 2.15 1.52 3.05 1.10E-05 2.02 1.44 2.85 3.80E-05

NOL6 1.94 1.36 2.78 0.00022 1.96 1.38 2.79 0.00013

UTP18 1.91 1.32 2.76 5.00E-04 1.77 1.27 2.48 0.00071

WDR46 1.92 1.28 2.9 0.0015 1.58 1.14 2.2 0.0059

OS (n=364) RFS (n=316)

Genes


