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ChIP-seq

Flow cytometry

MRI-based neuroimaging

Eukaryotic cell lines
Policy information about cell lines

Cell line source(s)
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Animals and other organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research

Laboratory animals

Wild animals

Field-collected samples

For pharmacokinetic studies in SD rats and beagle dogs, we determined we needed 3 animals per group.

For In vivo antitumor activity assay, we determined we needed 6 animals per group.

No data was excluded.

We repeated in vitro experiments at least 3 times, and confirmed the reproducibility of the data.

The samples/cells were randomized to be examined. For in vivo mouse xenograft experiments, when tumors reached a volume of
approximately 100!150 mm3, mice were randomly assigned to a treatment group.

The measurement of the tumor size and the administration of the drugs were done in a blinded manner. Investigators were not directly
involved in the experiments and therefore they were not blinded to group allocation during data collection.

The murine BaF3 cells were purchased from DSMZ (Deutsche Sammlung von Mikroorganismen und Zellkulturen).

All cell lines authentication was evaluated by Short Tandem Repeat (STR) analysis condcted by Wistar Genomics Core.

All cell lines tested negative for mycoplasma contamination via a PCR-based method.

No commonly misidentified cell lines were used in the study.

SD rat (male, 180–200 g), beagle dog (male, 10kg), mice (BALB/cA, 6 week old).

The study did not involve wild animals.

The study did not involve field-collected samples.




