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Fig S1 The correlation between biological replicates for BS366 and J411 under cold and control conditions.
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Fig S2 Analysis of network topology for various soft-thresholding powers. The left panel shows the scale-free fit index(y-axis) as a function of the soft-thresholding power (x-axis). The right panel displays the mean connectivity (degree, y-axis) as a function of the soft-thresholding power (x-axis)
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Fig S3 Network analysis dendrogram showing modules identified by weighted gene co-expression network analysis (WGCNA). Clustering dendrogram of genes, with dissimilarity based on topological overlap, together with assigned module colors. Blue indicate lower expression and red indicate higher expression level. As a result, 12 co-expression modules were constructed and was shown in different color. These modules were ranged from large to small by the number of genes they included
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Fig S4 Expression patterns of genes involved in histone constitution, DNA methylation and histone modification. a expression pattern of histone constitution genes, including Histone H1, Histone H2A, Histone H2B, Histone H3. b Expression pattern of Histone modification related genes. c Expression pattern of DNA methyltransferase genes. Red color indicates high expression level and blue indicate low expression level


[image: ]
Fig S5 The real-time qRT-PCR validation of the differentially expressed genes.
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Fig S6 Distribution of DMSs in the genome elements. The distribution of DMSs in J411(a) and BS366 (b)under control and J411(c) and BS366 (d) under cold conditions
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Fig S7 Pyrosequencing methylation validation of TraesCSU02G000100 in BS366 between the cold and control conditions. The distribution of CG, CHG, and CHH for two replicates of BS366 under cold  (a and b) and control (c and d) conditions. The cycle, triangle and rectangle represents CG, CHG and CHH context. The red, green and blue filled represent methylated cytosine and the unfilled dot, triangle and rectangle represents the unmethylated cytosine sites.
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Fig S8 Pyrosequencing methylation validation of TraesCS5A02G086600 in BS366 between the cold and control conditions. The distribution of CG, CHG, and CHH for two replicates of BS366 under cold (a and b) and control (c and d) conditions. The cycle, triangle and rectangle represents CG, CHG and CHH context. The red, green and blue filled represent methylated cytosine and the unfilled dot, triangle and rectangle represents the unmethylated cytosine sites
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[bookmark: _GoBack]Fig S9 Pyrosequencing methylation validation of TraesCS7D02G161000 in BS366 between the cold and control conditions. The distribution of CG, CHG, and CHH for two replicates of BS366 under cold (a and b) and control (c and d) conditions. The cycle, triangle and rectangle represents CG, CHG and CHH context. The red, green and blue filled represent methylated cytosine and the unfilled dot, triangle and rectangle represents the unmethylated cytosine sites
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