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Fig. S1 The negative upper boundary relationship between time since taxon divergence and number of chromosomes for 

examples of angiosperm families: a-c) Caryophyllaceae, all spp., endemic spp. and non-endemic spp., respectively; d-f) 

Rosaceae; g-i) Ranunculaceae; j-l) Primulaceae. Squares represent endemic species, circles represent non-endemic 

species. Broken lines represent ‘upper boundary regressions’, or 3-parameter Lorentzian regressions fitted to the five 

highest values in each ‘bin’ or 1 million year interval (bin value data points are filled in dark grey; points under the upper 

boundary curve are unfilled). Dotted lines = ±95% C.I. Note that x and y data ranges are different for each family 



Fig. S2 The negative trend of the number of chromosomes with increasing taxon age was generally less significant in: a-

c) Apiaceae, all spp., endemic spp. and non-endemic spp., respectively; d-f) Orchidaceae; g-i) Violaceae; j-l) 

Magnoliaceae. Squares represent endemic species, circles represent non-endemic species. Broken lines represent ‘upper 

boundary regressions’ fitted to the five highest values in each ‘bin’ (points filled in dark grey; points under the upper 

boundary curve are unfilled). Dotted lines = ±95% C.I. Note that x and y data ranges are different for each family 

 



  
 

Fig. S3 Significant negative relationships between the number of chromosomes and estimated taxon age in a) the entire 

family of Euphorbiaceae and c) non-endemic Euphorbiaceae; b) a non significant positive trend in endemic 

Euphorbiaceae. Squares represent endemic species, circles represent non-endemic species. Broken lines represent ‘upper 

boundary regressions’ fitted to the five highest values in each ‘bin’ (points filled in dark grey; points under the upper 

boundary curve are unfilled). Dotted lines = ±95% C.I. 

  



  
 

Fig. S4 Overall, weakly significant positive relationships between taxon age and number of chromosomes in a) the entire 

family of Saxifragaceae, b) endemic spp only and c) non-endemic spp. only. Squares represent endemic species, circles 

represent non-endemic species. Broken lines represent ‘upper boundary regressions’ fitted to the five highest values in 

each ‘bin’ (points filled in dark grey; points under the upper boundary curve are unfilled). Dotted lines = ±95% C.I. 

  



 

Fig. S5 Occurrence of polyploid taxa within each family, and for the total number of species (of all families) included 

in the analysis 


