Biliary-AdenoCA Bladder-TCC Bone-Benign Bone-Epith

10 10 10 10
05 05 05 05
00 > > > > > 00 > > > > > 00 > > > > > 00 > > > > >
2 ] ) 4] @ @ @ @ @ 7 @ [ 7 7 7 ? @ 7] 7] @
- @ < w0 © - o < w © - ) < 0 © - @ < w ©
Bone-Osteosarc Breast-AdenoCA Breast-DCIS Breast-LobularCA
1.0 10 10 10
05 05 05 05
0.0 > > > > > 00 > > > > > 00 > > > > > 00 > > > > >
n 12 » 12 2] n n n n n n n n n n n n n n n
- @ <« o © - o <« I © - @ < © © - ® < w ©
CNS-GBM CNS-Medullo CNS-Oligo CNS-PiloAstro
10 10 10 10
05 05 05 05
00 > > > > > 0.0 > > > > > 00 > > > > > 00 > > > > >
@ ] 2 @ @ 3 7 @ @ 7 2] ? ? ? ? 2 ? 7 7 @
- @ < w0 © - o < 0 © - o < 0 © - @ < w ©
Cervix-AdenoCA Cervix-SCC ColoRect-AdenoCA Eso-AdenoCA
10 10 10 10
05 05 05 05
0.0 > > > > > 00 > > > > > 00 > > > > > 00 > > > > >
n n 12l 12l 12 n n n n n n n n »n n n n n 12 n
- @ < 0 © - o < 0 © - o < 0 © - @ < o ©
—~
S Head-SCC Kidney-ChRCC Kidney-RCC Liver-HCC
10 10 10 10
]
[&]
c 05 05 05 05
@
o
= 00 00 00 00
=] 5 & b & b 5 B B B B 5 B B B B 5 B B B B
o - @ < w0 © - @ < w0 © - @ < 0 © - o < w ©
Lung-AdenoCA Lung-SCC Lymph-BNHL Lymph-CLL
1.0 9 10 9 10 ymP 10 yme
05 05 05 05
00 > > > > > 0.0 > > > > > 00 > > > > > 00 > > > > >
n n n n n n n n n n n n n »n n n n n n n
- @ < 0 © - o < 0 © - o < 0 © - B < o ©
Myeloid-AML Myeloid-MPN Ovary-AdenoCA Panc-AdenoCA
10 10 10 10
05 05 05 05
00 > > > > 00 S > > > > 00~ > > > > 00 > > > >
2 2] & @ & @ @ & @ 3 2 ? 2 D ? 2 ? 2 @ @
- @ < w0 © - @ < w0 © - @ < 0 © - @ < w ©
Panc-Endocrine Prost-AdenoCA Skin-Melanoma SoftTissue-Leiomyo
1.0 10 10 10
05 05 05 05
00 > > > > > 0.0 > > > > > 00 > > > > > 00 > > > > >
7] 7] ) 4] @ 7] @ 3 @ 7 @ 7 @ 7 7 D @ 7 7] 7]
- @ < 0 © - o < 0 © - ) < 0 © - o < o ©
SoftTissue-Liposarc Stomach-AdenoCA Thy-AdenoCA Uterus-AdenoCA
1.0 1.0 10 10
05 05 05 05
00 > > > > 00 s > > > > 00~ > > > > 00~ > > > >
2 @ & @ & @ 3 & @ @ 2 ? 2 ? ? 2 ? 2 @ @
- @ <« o © - o <« o © - o < Il © - o < I ©

Figure S1: Abundance values of the evaluated cycles for the 36 cancer types.
Cycles with an Abundance = 0 do not have any pattern both in the simulation
and in the original dataset.
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Figure S2: Abundance values for different triangle categories.
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Figure S3: Common clusters between every pair of triangle types.



