Supplementary table S2. Insertion sites of group II introns of the nine Oedogoniaes cp genomes.
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a Group II Intron insertion sites in protein-coding and tRNA genes are given relative to the corresponding genes in the deeply-diverging streptophyte alga Mesostigma viride [75]; insertion sites in rrs and rrl are given relative to Escherichia coli 16S and 23S rRNAs, respectively. For each insertion site, the position corresponding to the nucleotide immediately preceding the intron is reported.
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