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Supplementary Fig. S2. Pseudotime analysis. Using data from preterm and term mouse kidneys a 20 dpc, cell expression profiles (marked with single points) were generated in a two-dimensional independent component space. The edges of the minimum spanning tree (MST) created by the Monocle algorithm are indicated by the connected dots. Solid grey line shows the main diameter path of the MST and provides the backbone of Monocle's algorithm pseudotime ordering of the cells. (a) Pseudotime analysis result overlapped with the results from clustering of each cell type (b).

image1.jpeg
E)

o

o

o

10
5.
o
5.




