>AtAHL20(AT4G14465)_CDS
ATGGCAAACCCTTGGTGGACGAACCAGAGTGGTTTAGCGGGCATGGTGGACCATTCGGTCTCCTCAGGCCATCACCAAAACCATCACCACCAAAGTCTTCTTACCAAAGGAGATCTTGGAATAGCCATGAATCAGAGCCAAGACAACGACCAAGACGAAGAAGATGATCCTAGAGAAGGAGCCGTTGAGGTGGTCAACCGTAGACCAAGAGGTAGACCACCAGGATCCAAAAACAAACCCAAAGCTCCAATCTTTGTGACAAGAGACAGCCCCAACGCACTCCGTAGCCATGTCTTGGAGATCTCCGACGGCAGTGACGTCGCCGACACAATCGCTCACTTCTCAAGACGCAGGCAACGCGGCGTTTGCGTTCTCAGCGGGACAGGCTCAGTCGCTAACGTCACCCTCCGCCAAGCCGCCGCACCAGGAGGTGTGGTCTCTCTCCAAGGCAGGTTTGAAATCTTATCTTTAACCGGTGCTTTCCTCCCTGGACCTTCCCCACCCGGGTCAACCGGTTTAACGGTTTACTTAGCCGGGGTCCAGGGTCAGGTCGTTGGAGGTAGCGTTGTAGGCCCACTCTTAGCCATAGGGTCGGTCATGGTGATTGCTGCTACTTTCTCTAACGCTACTTATGAGAGATTGCCCATGGAAGAAGAGGAAGACGGTGGCGGCTCAAGACAGATTCACGGAGGCGGTGACTCACCGCCCAGAATCGGTAGTAACCTGCCTGATCTATCAGGGATGGCCGGGCCAGGCTACAATATGCCGCCGCATCTGATTCCAAATGGGGCTGGTCAGCTAGGGCACGAACCATATACATGGGTCCACGCAAGACCACCTTACTGA

>CsAHL20(LOC104718987)_CDS
ATGTCAAACCCTTGGTGGACGAACCAGAGTGGTTTAGCCGGTATGGTAGACCACTCAGCCTCCTCCGGCTACCACCAAAACCATCATCACCAAAGTCTTCTTAGCAAAGGAGATCTTGGAATAGCCATGAATCAGAGCCAAGACAACGACCAAGATGAAGAAGACGACCCTAGGGAAGGAGCAGTTGAGGTGGTCAACCGTAGACCAAGAGGAAGACCACCAGGATCAAAAAACAAACCTAAACCTCCAATCTTTGTGACAAGAGACAGCCCCAACGCACTCCGTAGCCATGTCCTGGAGATCTCCGACGGCAGCGACGTTGCGGACACAATCGCTCACTTCTCCAGACGCAGACAACGCGGCGTTTGTGTTCTCAGCGGCACAGGCTCAGTCGCTAACGTCACCCTCCGTCAAGCTGCCACACCAGGAGGTGTAGTCTCTCTCCAAGGCAGGTTTGAGATCTTATCCTTAACCGGTGCTTTCCTCCCTGGACCTTCCCCACCCGGGTCAACCGGTTTAACGGTTTACTTAGCCGGGGTTCAGGGTCGAGTCGTTGGGGGTAGCGTCGTGGGACCGCTCCTGGCCATAGGGTCGGTCATGGTGATTGCTGCTACTTTCTCTAACGCTACTTATGAGAGATTGCCCATGGAAGAAGAGGAAGACGGTGGAGGCTCAAGACCGATTCATGGAGGTGGTGACTCGCCACCCGGAATGGGTAGTAGCCTGCCTGATCCATCTGTGATGGCCGGGTCAGGGCCAGGTTACAATACGCCGCCGCATCTGATTCCGAATGGGGCTGGTCAGTTAGGGCACGAACCATATACATGGGTCCACGCGCGACCACCATACTGA

>AtAHL20(AT4G14465)_protein
MANPWWTNQSGLAGMVDHSVSSGHHQNHHHQSLLTKGDLGIAMNQSQDNDQDEEDDPREGAVEVVNRRPRGRPPGSKNKPKAPIFVTRDSPNALRSHVLEISDGSDVADTIAHFSRRRQRGVCVLSGTGSVANVTLRQAAAPGGVVSLQGRFEILSLTGAFLPGPSPPGSTGLTVYLAGVQGQVVGGSVVGPLLAIGSVMVIAATFSNATYERLPMEEEEDGGGSRQIHGGGDSPPRIGSNLPDLSGMAGPGYNMPPHLIPNGAGQLGHEPYTWVHARPPY

> CsAHL20(LOC104718987)_protein
MSNPWWTNQSGLAGMVDHSASSGYHQNHHHQSLLSKGDLGIAMNQSQDNDQDEEDDPREGAVEVVNRRPRGRPPGSKNKPKPPIFVTRDSPNALRSHVLEISDGSDVADTIAHFSRRRQRGVCVLSGTGSVANVTLRQAATPGGVVSLQGRFEILSLTGAFLPGPSPPGSTGLTVYLAGVQGQVVGGSVVGPLLAIGSVMVIAATFSNATYERLPMEEEEDGGGSRPIHGGGDSPPGMGSSLPDPSVMAGSGPGYNMPPHLIPNGAGQLGHEPYTWVHARPPY

>AtFT(AT1G65480)_CDS
ATGTCTATAAATATAAGAGACCCTCTTATAGTAAGCAGAGTTGTTGGAGACGTTCTTGATCCGTTTAATAGATCAATCACTCTAAAGGTTACTTATGGCCAAAGAGAGGTGACTAATGGCTTGGATCTAAGGCCTTCTCAGGTTCAAAACAAGCCAAGAGTTGAGATTGGTGGAGAAGACCTCAGGAACTTCTATACTTTGGTTATGGTGGATCCAGATGTTCCAAGTCCTAGCAACCCTCACCTCCGAGAATATCTCCATTGGTTGGTGACTGATATCCCTGCTACAACTGGAACAACCTTTGGCAATGAGATTGTGTGTTACGAAAATCCAAGTCCCACTGCAGGAATTCATCGTGTCGTGTTTATATTGTTTCGACAGCTTGGCAGGCAAACAGTGTATGCACCAGGGTGGCGCCAGAACTTCAACACTCGCGAGTTTGCTGAGATCTACAATCTCGGCCTTCCCGTGGCCGCAGTTTTCTACAATTGTCAGAGGGAGAGTGGCTGCGGAGGAAGAAGACTTTAG

>CsFT(LOC104750330)_CDS
ATGTCTACAACCGTGCGAGACCCTCTTACAGTAAGCCGAGTTGTTGGAGACGTTCTTGATCCGTTCAATAGATCGATCTCTTTAAGGGTTACTTATGGCCAAAGAGAGGTGACTAATGGCTTGGATCTAAGGCCTTCTCAAGTTCAGAACAAACCAAGAGTTGAGATTGGTGGAGAAGACCTCAGGAACTTCTACACTTTGGTCATGGTGGATCCAGATGTCCCAAGTCCTAGCAACCCTCATCTCCGAGAATATCTCCACTGGTTGGTGACTGATATCCCTGCTACAACTGGAACATCCTTTGGAAATGAGATTGTGTGTTACGAAAATCCAAGTCCTTCCGCAGGAATTCACCGTGTCGTGATGATATTGTTTCGGCAGCTTGGGAGGCAAACAGTGTACGCACCAGGGTGGCGCCAGAACTTCAACACTCGCGAATTTGCTGAGATCTACAATCTCGGCCTTCCCGTGGCCGCAGTTTTCTTCAATTGTCAGAGGGAGAGTGGTTGCGGAGGAAGAAGAACTTAG

>AtFT(AT1G65480)_protein
MSINIRDPLIVSRVVGDVLDPFNRSITLKVTYGQREVTNGLDLRPSQVQNKPRVEIGGEDLRNFYTLVMVDPDVPSPSNPHLREYLHWLVTDIPATTGTTFGNEIVCYENPSPTAGIHRVVFILFRQLGRQTVYAPGWRQNFNTREFAEIYNLGLPVAAVFYNCQRESGCGGRRL

>CsFT(LOC104750330)_protein
MSTTVRDPLTVSRVVGDVLDPFNRSISLRVTYGQREVTNGLDLRPSQVQNKPRVEIGGEDLRNFYTLVMV
DPDVPSPSNPHLREYLHWLVTDIPATTGTSFGNEIVCYENPSPSAGIHRVVMILFRQLGRQTVYAPGWRQ
NFNTREFAEIYNLGLPVAAVFFNCQRESGCGGRRT

Data S3. AtAHL20, CsAHL20, AtFT and CsFT nucleotide and protein sequences used in cloning of overexpression vectors and in sequence alignments.
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