
Figure S1. Global characteristics of peptide properties identified in iTRAQ. 

(A) Normalized Mascot ion score distributions. (B) Normalized molecular weight distributions. (C) 

Normalized isoelectric point distribution. (D) Distribution of the length of the identified peptides. (E) 

Distribution of protein sequence coverage distribution. (F) Peptide count distribution. (G) Protein ratio 

distribution between the 16HBE-GFP-Plac9 and 16HBE-GFP lines. 

Figure S2. Volcano plot showing proteins differentially expressed between two cell lines (16HBE-GFP-

Plac9/16HBE-GFP). 

Proteins with statistically significant different expression levels (≥ 1.2-fold, p < 0.05) between the cell lines 

were marked pink in the top right and left quadrants. 

Figure S3. STRING protein-protein interaction network of 587 differentially expressed proteins. 

A comprehensive description of protein-protein interaction in Plac9-overexpressed 16HBE cell line. The 

network nodes represent regulated proteins. Seven differently colored lines represent 7 types of evidence used 

in predicting the associations. A red line indicates the presence of fusion evidence; a green line - neighborhood 

evidence; a blue line - coocurrence evidence; a purple line - experimental evidence; a yellow line - textmining 

evidence; a light blue line - database evidence; a black line - coexpression evidence. The minimum required 

interaction score was highest confidence (0.900). The structure previews were displayed inside network 

bubbles. All the disconnected nodes in the network were hided. The details of this figure were shown in Table 

S4. 

Figure S4. Original blot of Figure 2C, Figure 3B, Figure 7C and Figure 8E. 

Original, uncropped blots of all the western blot results.  

A&B represent Plac9 and β-actin in Figure 2C. 

C-E represent GJD3, LZTR1 and β-actin in Figure 3B, respectively. 

F-O represent cyclin D3, cyclin E2, CDK4, CDK2, c-Myc, myt1, cyclin B1, p-cdc2, p21Waf/cip1, β-actin in 



Figure 7C, respectively. 

P-S represent N-cadherin, Vimentin, E-cadherin and β-actin in Figure 8E, respectively.  
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