Supplementary Tables
Table S1. Table reporting statistical data of the DAS.
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[image: ]Table S2. Table reporting canonical pathways and relative GO processes by MetaCore 








Table S3. Table of Process network results by MetaCore
	Processes
	p-value
	FDR
	Network Objects from Active Data

	high-density lipoprotein particle remodeling
	6,051E-21
	1,006E-17
	HDL, Pre beta-1 HDL, HDL proteins, APOE, Albumin, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	very-low-density lipoprotein particle remodeling
	3,141E-19
	1,564E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	protein-lipid complex remodeling
	3,763E-19
	1,564E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, Albumin, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	plasma lipoprotein particle remodeling
	3,763E-19
	1,564E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, Albumin, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	protein-containing complex remodeling
	5,394E-19
	1,680E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, Albumin, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	positive regulation of cholesterol esterification
	6,067E-19
	1,680E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	platelet degranulation
	8,656E-19
	2,055E-16
	Glycoprotein Ib-alpha, HDL, Pre beta-1 HDL, HDL proteins, Plasminogen, Albumin, APOA1, Large apoE-rich HDL, HPRG, Nascent HDL, Alpha 1-antitrypsin

	phospholipid efflux
	1,114E-18
	2,057E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	peripheral nervous system axon regeneration
	1,114E-18
	2,057E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	chylomicron remodeling
	1,484E-18
	2,243E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	high-density lipoprotein particle assembly
	1,484E-18
	2,243E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	regulation of cholesterol esterification
	1,958E-18
	2,712E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	triglyceride-rich lipoprotein particle remodeling
	3,316E-18
	3,936E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	chylomicron assembly
	3,316E-18
	3,936E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	reverse cholesterol transport
	5,433E-18
	6,020E-16
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	response to wounding
	6,751E-18
	7,012E-16
	Factor H, C3, HDL, HP/HB complex, Thrombin, Pre beta-1 HDL, HDL proteins, Plasminogen, Adult hemoglobin, APOE, APOA1, Large apoE-rich HDL, HPRG, APOA4, Nascent HDL, Alpha 1-antitrypsin

	plasma lipoprotein particle organization
	1,353E-17
	1,323E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOE, Albumin, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	cellular oxidant detoxification
	1,971E-17
	1,819E-15
	HDL, HP/HB complex, HDL proteins, Adult hemoglobin, APOE, HP, Albumin, Large apoE-rich HDL, Alpha1-globin, APOA4

	protein-lipid complex subunit organization
	2,184E-17
	1,910E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOE, Albumin, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	regulation of intestinal cholesterol absorption
	2,545E-17
	1,923E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	regulation of phospholipid efflux
	2,545E-17
	1,923E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, Nascent HDL

	positive regulation of phospholipid efflux
	2,545E-17
	1,923E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, Nascent HDL

	regulation of intestinal lipid absorption
	3,730E-17
	2,696E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	cholesterol efflux
	5,279E-17
	3,656E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	cellular detoxification
	5,765E-17
	3,832E-15
	HDL, HP/HB complex, HDL proteins, Adult hemoglobin, APOE, HP, Albumin, Large apoE-rich HDL, Alpha1-globin, APOA4

	regulation of Cdc42 protein signal transduction
	1,050E-16
	6,710E-15
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, Nascent HDL

	regulated exocytosis
	1,166E-16
	7,180E-15
	Glycoprotein Ib-alpha, C3, HDL, HP/HB complex, Pre beta-1 HDL, HDL proteins, Plasminogen, Adult hemoglobin, HP, Albumin, APOA1, Large apoE-rich HDL, HPRG, Nascent HDL, Alpha 1-antitrypsin

	regulation of triglyceride metabolic process
	1,897E-16
	1,126E-14
	C3, HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	plasma lipoprotein particle assembly
	1,979E-16
	1,134E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	regulation of intestinal absorption
	2,581E-16
	1,384E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	high-density lipoprotein particle clearance
	2,581E-16
	1,384E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, Nascent HDL

	protein-lipid complex assembly
	3,556E-16
	1,847E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	receptor-mediated endocytosis
	4,407E-16
	2,219E-14
	HDL, HP/HB complex, Pre beta-1 HDL, HDL proteins, Adult hemoglobin, APOE, HP, Albumin, APOA1, Large apoE-rich HDL, Alpha1-globin, Nascent HDL

	vitamin transport
	4,694E-16
	2,295E-14
	RBP4, VDB, HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, Nascent HDL

	regulation of plasma lipoprotein particle levels
	5,335E-16
	2,533E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, Albumin, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	detoxification
	5,998E-16
	2,769E-14
	HDL, HP/HB complex, HDL proteins, Adult hemoglobin, APOE, HP, Albumin, Large apoE-rich HDL, Alpha1-globin, APOA4

	exocytosis
	6,899E-16
	3,099E-14
	Glycoprotein Ib-alpha, C3, HDL, HP/HB complex, Pre beta-1 HDL, HDL proteins, Plasminogen, Adult hemoglobin, HP, Albumin, APOA1, Large apoE-rich HDL, HPRG, Nascent HDL, Alpha 1-antitrypsin

	positive regulation of lipoprotein lipase activity
	7,321E-16
	3,202E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	positive regulation of triglyceride lipase activity
	9,286E-16
	3,957E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	negative regulation of cell adhesion molecule production
	9,577E-16
	3,979E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, Nascent HDL

	regulation of phospholipid transport
	1,169E-15
	4,625E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, Nascent HDL

	positive regulation of phospholipid transport
	1,169E-15
	4,625E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, Nascent HDL

	positive regulation of triglyceride catabolic process
	1,460E-15
	5,552E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	intermembrane lipid transfer
	1,470E-15
	5,552E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	sterol import
	1,595E-15
	5,641E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, Nascent HDL

	cholesterol import
	1,595E-15
	5,641E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, Nascent HDL

	negative regulation of cytokine secretion involved in immune response
	1,595E-15
	5,641E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOA1, Large apoE-rich HDL, Nascent HDL

	positive regulation of steroid metabolic process
	1,653E-15
	5,723E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	triglyceride homeostasis
	2,898E-15
	9,633E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL

	acylglycerol homeostasis
	2,898E-15
	9,633E-14
	HDL, Pre beta-1 HDL, HDL proteins, APOE, APOA1, Large apoE-rich HDL, APOA4, Nascent HDL



Supplementary Figures
Figure S1. Figure reporting (A) highly abundant and (B) lowly abundant proteins in Reduced FT3 


[image: ]















[image: ]



image1.emf
Spot Nr UniProt Protein name UniProt Abbreviation

AC

mean_redSD_redmean_staSD_stap.valueF.p.value R/S S/R

1Q Prothrombin fragment C-term  THRB_HUMAN P00734 0,02 0,015 0 0,000 2,68E-02 2,68E-02

0,020

0,000

2Q Prothrombin fragment C-term  THRB_HUMAN P00734 0,02 0,014 0 0,000 2,62E-02 2,62E-02

0,019

0,000

3Q Prothrombin fragment C-term  THRB_HUMAN P00734 0,01 0,011 0 0,000 2,11E-02 //

0,012

0,000

4 Apolipoprotein A-I  APOA1_HUMAN P02647 0,09 0,041 0,01 0,020 7,17E-03 7,17E-03

9,000

0,111

5Q Apolipoprotein A-I fragment C-term  APOA1_HUMAN P02647 0,002 0,004 0,06 0,027 2,96E-03 2,96E-03 0,033

30,000

6 Plasminogen  PLMN_HUMAN P00747 0,009 0,006 0,02 0,005 4,04E-02 4,04E-02 0,450

2,222

7 Immunoglobulin gamma-1 heavy chain  IGG1_HUMAN P0DOX5 0,022 0,013 0,053 0,006 3,24E-03 3,24E-03 0,415

2,409

8 Albumin  ALBU_HUMAN P02768 0,07 0,031 0,016 0,011 1,70E-02 1,70E-02

4,375

0,229

9

Complement C3 fragment C-term                                                                              

Histidine-rich glycoprotein

CO3_HUMAN                                  

HRG_HUMAN

P01024                            

P04196                       

0,009 0,007 0,065 0,027 4,19E-03 4,19E-03 0,138

7,222

10 Apolipoprotein E APOE_HUMAN P02649 0,25 0,068 0,082 0,047 3,17E-03 3,17E-03

3,049

0,328

11

 Apolipoprotein A-I                                                                                              

Alpha-1-antitrypsin

APOA1_HUMAN                                                          

 A1AT_HUMAN

P02647                                                

P01009

0,77 0,142 0,262 0,193 2,93E-03 2,93E-03

2,939

0,340

12

Alpha-1-antitrypsin                                                             

Apolipoprotein A-I

 A1AT_HUMAN                     

APOA1_HUMAN

P01009                                                                 

P02647

0,22 0,149 0,028 0,022 2,99E-02 2,99E-02

7,857

0,127

13 Retinol-binding protein 4  RET4_HUMAN P02753 0,091 0,033 0,019 0,025 7,63E-03 7,63E-03

4,792

0,209

14 Apolipoprotein A-I fragment N-term  APOA1_HUMAN P02647 0,022 0,019 0,073 0,022 7,70E-03 7,70E-03 0,300

3,339

15

Alpha-1-antitrypsin                                                             

Apolipoprotein A-I

 A1AT_HUMAN                     

APOA1_HUMAN

P01009                                                                 

P02647

0,008 0,006 0,114 0,056 5,38E-03 5,38E-03 0,070

14,194

16

Albumin                                                                                   

Alpha-1B-glycoprotein

ALBU_HUMAN                                        

A1BG_HUMAN

P02768                                                     

P04217

0,031 0,007 0,014 0,012 3,82E-02 3,82E-02

2,177

0,459

17 Histidine-rich glycoprotein HRG_HUMAN P04196 0,003 0,0034 0,039 0,033 2,94E-02 // 0,076

13,150

18

Complement C1q subcomponent 

subunit B           

C1QB_HUMAN P02746  0,023 0,004 0,009 0,010 4,33E-02 4,33E-02

2,576

0,388

19 Complement C1s subcomponent           C1S_HUMAN P09871 0,012 0,005 0,000 0,000 5,93E-03 5,93E-03

0,012

0,000

20 Complement C1s subcomponent           C1S_HUMAN P09871 0,009 0,003 0,000 0,000 6,66E-03 6,66E-03

0,009

0,000

21 Apolipoprotein A-I  APOA1_HUMAN P02647 0,108 0,039 0,023 0,046 1,93E-02 1,93E-02

4,708

0,212

22 Apolipoprotein A-I  APOA1_HUMAN P02647 0,555 0,195 0,234 0,131 2,26E-02 2,26E-02

2,373

0,421

23 Albumin  ALBU_HUMAN P02768 0,033 0,011 0,053 0,009 2,29E-02 2,29E-02 0,623

1,605

24

Apolipoprotein A-I                                                

Alpha-1-antitrypsin                                                             

 APOA1_HUMAN                                  

 A1AT_HUMAN                    

P02647                                                

P01009

0,015 0,02 0,119 0,078 2,89E-02 2,89E-02 0,126

7,938

25 Albumin  ALBU_HUMAN P02768 0,012 0,007 0,035 0,016 3,27E-02 3,27E-02 0,345

2,902

26

Albumin fragment C-term                                                                                 

Haptoglobin

ALBU_HUMAN                                       

HPT_HUMAN

P02768                                                   

P00738

0,137 0,03 0,095 0,012 3,28E-02 3,28E-02

1,436

0,696

27 Complement Factor H CFAH_HUMAN P08603 0,032 0,013 0,011 0,011 3,30E-02 3,30E-02

2,929

0,341

29

Apolipoprotein A-IV                                                

Haptoglobin

APOA4_HUMAN                                                          

HPT_HUMAN

P06727                                               

P00738

0,047 0,022 0,010 0,020 3,67E-02 3,67E-02

4,711

0,212

30 Hemoglobin HBA_HUMAN P69905 0,07 0,018 0,037 0,024 3,87E-02 3,87E-02

1,889

0,529

31

Vitamin D-binding protein                                               

Alpha-1-antitrypsin                                                             

 VTDB_HUMAN                                  

 A1AT_HUMAN                    

P02774                                                          

P01009

0,06 0,031 0,014 0,024 4,47E-02 4,47E-02

4,401

0,227

32 Complement Factor H CFAH_HUMAN P08603 0,021 0,009 0,007 0,005 4,66E-02 4,66E-02

2,837

0,352
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Network GO processes p-Value

1Alpha1-globin, MSP 

receptor (RON), SHP-1, 

Epo, SHP-2

response to organic substance (93.9%; 2.298e-28), regulation of immune system 

process (75.5%; 2.762e-27), cytokine-mediated signaling pathway (55.1%; 1.108e-

25), response to external stimulus (83.7%; 8.236e-25), positive regulation of response 

to stimulus (79.6%; 3.789e-24)

1,110E-52

2Albumin, NANOG, c-

Myc, SOX2, GATA-4

response to organic substance (93.5%; 3.659e-18), response to wounding (58.1%; 

1.419e-17), response to endogenous stimulus (74.2%; 8.144e-16), regulation of 

anatomical structure morphogenesis (61.3%; 6.288e-15), gastrulation (35.5%; 4.343e-

14)

1,020E-52

3APOE, PLTP, S1P1 

receptor, Chylomicron 

remnant, Decorin 

proteoglycan

chylomicron remodeling (30.2%; 2.238e-35), plasma lipoprotein particle organization 

(35.8%; 4.903e-35), protein-lipid complex subunit organization (35.8%; 1.478e-34), 

triglyceride-rich lipoprotein particle remodeling (30.2%; 1.505e-34), regulation of 

plasma lipoprotein particle levels (37.7%; 1.162e-33)

2,330E-43

4C3c, NF-kB, alpha-

M/beta-2 integrin, 

Adenosine A2a receptor, 

alpha-X/beta-2 integrin

regulation of immune response (88.2%; 6.540e-32), immune effector process (85.3%; 

1.873e-30), positive regulation of immune response (79.4%; 3.878e-30), activation of 

immune response (70.6%; 2.802e-29), complement activation (52.9%; 1.300e-28)

3,160E-41

5Angiostatin, Plasmin, 

PPAR-gamma, RelA 

(p65 NF-kB subunit), 

PLAU (UPA)

fibrinolysis (31.6%; 2.702e-14), negative regulation of blood coagulation (36.8%; 

3.136e-13), negative regulation of hemostasis (36.8%; 3.412e-13), regulation of 

response to stress (78.9%; 3.652e-13), negative regulation of coagulation (36.8%; 

3.709e-13)

7,590E-39

6APOA1, SR-BI, S1P3 

receptor, Pre beta-1 HDL 

lipids extracellular 

region, S1P1 receptor

lipid localization (69.0%; 4.915e-28), plasma lipoprotein particle remodeling (44.8%; 

5.457e-28), protein-lipid complex remodeling (44.8%; 5.457e-28), high-density 

lipoprotein particle remodeling (41.4%; 7.526e-28), protein-containing complex 

remodeling (44.8%; 9.400e-28)

1,680E-32

7C3c, alpha-M/beta-2 

integrin, CR1, C3aR, 

C5aR

regulation of complement activation (66.7%; 3.816e-20), regulation of humoral 

immune response (66.7%; 4.001e-19), leukocyte mediated immunity (93.3%; 1.105e-

18), complement activation, alternative pathway (40.0%; 1.745e-16), immune effector 

process (93.3%; 1.838e-16)

1,200E-30

8IL-1 beta, C3aR, PI3K 

cat class IB (p110-

gamma), CCL5, IL-8

regulation of immune system process (79.5%; 2.867e-24), defense response (74.4%; 

1.359e-22), immune response (76.9%; 3.234e-22), cell activation (66.7%; 9.425e-22), 

interspecies interaction between organisms (79.5%; 8.111e-21)

1,030E-23

9Pre beta-1 HDL lipids 

extracellular region, SR-

BI, S1P1 receptor, S1P3 

receptor, APOE

protein-lipid complex remodeling (85.7%; 4.271e-31), plasma lipoprotein particle 

remodeling (85.7%; 4.271e-31), protein-containing complex remodeling (85.7%; 

7.023e-31), high-density lipoprotein particle remodeling (78.6%; 5.214e-30), plasma 

lipoprotein particle organization (85.7%; 4.957e-29)

2,170E-20

10S1P1 receptor, S1P3 

receptor, APOE, 

APOA1, Pre beta-1 HDL

protein-lipid complex remodeling (81.8%; 4.166e-23), plasma lipoprotein particle 

remodeling (81.8%; 4.166e-23), protein-containing complex remodeling (81.8%; 

5.977e-23), plasma lipoprotein particle organization (81.8%; 1.337e-21), high-density 

lipoprotein particle remodeling (72.7%; 1.727e-21)

8,190E-14

11RBP4, Fenofibrate 

intracellular, PPAR-

alpha, PPAR-alpha/RXR-

alpha, Fenofibric acid 

intracellular

positive regulation of lipid catabolic process (66.7%; 6.223e-10), regulation of lipid 

localization (83.3%; 1.167e-09), positive regulation of fatty acid metabolic process 

(66.7%; 2.650e-09), regulation of lipid catabolic process (66.7%; 6.135e-09), lipid 

transport (83.3%; 1.046e-08)

1,160E-14

12CD21, iC3b, Factor H, 

C3b, C1q

complement activation (100.0%; 1.968e-25), humoral immune response (100.0%; 

2.290e-20), activation of immune response (100.0%; 5.894e-19), positive regulation of 

immune response (100.0%; 1.077e-16), innate immune response (100.0%; 1.920e-

16)

2,090E-12

13C3c, Factor H, C3b, 

iC3b, C1q

complement activation (100.0%; 2.315e-23), humoral immune response (100.0%; 

1.002e-18), activation of immune response (100.0%; 1.963e-17), positive regulation of 

immune response (100.0%; 2.317e-15), innate immune response (100.0%; 3.937e-

15)

1,760E-12

14HP, IL-6, STAT3, IL-6 

receptor, IL6RA

interleukin-6-mediated signaling pathway (58.3%; 3.464e-18), interleukin-27-mediated 

signaling pathway (50.0%; 3.000e-16), cellular response to interleukin-6 (58.3%; 

1.359e-15), response to interleukin-6 (58.3%; 3.241e-15), positive regulation of 

receptor signaling pathway via STAT (58.3%; 2.691e-13)

3,360E-10

15Pre beta-1 HDL lipids 

extracellular region, Pre 

beta-1 HDL lipids + 

Cholesterol + 

Phospholipid = HDL 

nascent lipids, HDL 

nascent lipids 

extracellular region, 

Cholesterol extracellular 

region

negative regulation of cell adhesion molecule production (100.0%; 1.701e-10), 

cholesterol import (100.0%; 2.126e-10), sterol import (100.0%; 2.126e-10), negative 

regulation of cytokine secretion involved in immune response (100.0%; 2.126e-10), 

negative regulation of heterotypic cell-cell adhesion (100.0%; 5.326e-10)

6,120E-12

16SAR1A, Sec23, 

Chylomicron remnant, 

APOA4, VAMP7

chylomicron remodeling (60.0%; 2.395e-23), triglyceride-rich lipoprotein particle 

remodeling (60.0%; 6.025e-23), protein-lipid complex remodeling (60.0%; 3.766e-21), 

plasma lipoprotein particle remodeling (60.0%; 3.766e-21), protein-containing 

complex remodeling (60.0%; 5.401e-21)

1,860E-06

17Elastin, IL-17, CCL20, 

MIG, IP10

leukocyte migration (63.6%; 8.023e-10), response to external stimulus (100.0%; 

2.480e-09), granulocyte migration (45.5%; 4.220e-09), cell migration (72.7%; 1.648e-

08), myeloid leukocyte migration (45.5%; 1.775e-08)

1,310E-03


