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Fig. S1 Gating strategy for surface markers determination of peritoneal macrophages. 

Cells isolated from peritneum of mice were co-cultured together with SCs or MSCs for 48 h 

and then analyzed by flow cytometry. Gating strategy: debris was excluded based on forward 

and side scatter, then doublets were excluded and immune cells were gated based on CD45 

positivity on Hoechst 33258 negative population (live). From CD45+  cells, macrophages were 

selected based on F4/80 positivity and their M2 phenotype was determined as a percentage of 

CD206 positive cells from F4/80 gate.  

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure S2 

 

 

  

Fig. S2 Gating strategy for transcription factors determination. Spleen cell suspension was 

co-cultured with SCs or MSCs in vitro for 72 h and then analyzed by flow cytometry. Gating 

strategy: debris was excluded based on forward and side scatter, then doublets were excluded 

and immune cells were gated based on CD45 positivity on Hoechst 33258 negative population 

(live). From CD45+  cells, CD4+ cells were gated and percentage of proliferating cells was 

determind by transcription factor Ki67. Percentage of Tregs and Th17 cells from CD4+ 

population was determind by Foxp3 and RORγt positivity respectively.  

 

 

 

 

 

 

 

 

 



 

Supplementary Figure S3 

 

 

 

Fig. S4 Gating strategy for intracellular cytokines determination. Spleen cell suspension 

was co-cultured with SCs or MSCs in vitro for 72 h and then analyzed by flow cytometry. 

Gating strategy: debris was excluded based on forward and side scatter, then doublets were 

excluded and immune cells were gated based on CD45 positivity on Hoechst 33258 negative 

population (live). From CD45+  cells, CD4+ cells were gated and percentage of TNFα, IL-2 or 

IL-17 positive cells were determined 



Supplementary Table S1 
 

Primer sequences for RT-PCR of mouse transcripts 

 

M. musculus 
gene symbol 

Gene transcript Primer sequence Size (bp) 

Dazl ENSMUST00000010736.7 
AGGCCAGCACTCAGTCTTCA 

337 
GGACGTGGCTGCACATGATA 

Ddx4 ENSMUST00000099166.9 
GCTGCCAGAGGGCTTGATAT 

273 
CCCTCTTGTGCTGCTACTGA 

Ddx25 ENSMUST00000034612.6 
CTCTGTGTGGCAGTTTGCTG 

280 
TCGCTGCTCCACTGTGAGTT 

CD44 ENSMUST00000005218.14 
ATCCTCGTCACGTCCAACAC 

336 
GGTGCTCCGGATAAAGAAGG 

Itgb1 ENSMUST00000090006.11 
CCAGAAGGTGGCTTTGATGC 

484 
CTGTCCCATTCACCCCATTC 

Thy1 ENSMUST00000114840.1 
ACTGCCGCCATGAGAATAACA 

352 
AGGAGGGAGAGGGAAAGCA 

Vim ENSMUST00000028062.7 
AGAGAGGAAGCCGAAAGCAC 

369 
CTCGTTTGACTCCTGCTTGG 

Cyp11a1 ENSMUST00000034874.13 
AGGGAGAGTGGCACACAGAA 

312 
CAGGGGCACGAAGTTCTTGA 

Cyp17a1 ENSMUST00000026012.7 
CGGAAGCTGGTATTCAGCAC 

577 
GGAAAGCCAGGATCCAGTTC 

Acta2 ENSMUST00000039631.8 
ATCCTGACTGAGCGTGGCTA 

502 
TGCTGATCCACATCTGCTGG 

Lif ENSMUST00000066283.11 
TCCCATCACCCCTGTAAATG 

343 
AGCATTGAGCTTGACCTGGA 

Sox9 ENSMUST00000000579.2 
AGCCGGATCTGAAGAAGGAG 

419 
AGTCTGTTCCGTGGCCTCTT 


