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Abstract
With fluorescence microscopy, it was revealed that a decrease in the concentration of extracellular
calcium ([Ca2+]ex) results in two types of Ca2+-responses in white adipocytes: Ca2+-oscillations and
transient Ca2+-signals. Activation of connexin hemichannels is involved in the mechanism of generation
of Ca2+-oscillations, since the blockers of connexin hemichannels - carbenoxolone, octanol and
proadifen, as well as Cx43 gene knock-down lead to complete suppression of these signals. TIRF
microscopy confirmed activation of Cx-43 in response to the reduction of [Ca2+]ex. In response to the
activation of Cx-43, the secretion of ATP-containing vesicles from adipocytes occurs. And this ATP
release is suppressed in adipocytes along with the Cx43 gene knock-down and is inhibited by Bafilomycin
A1, a vacuolar ATPase inhibitor. At the level of intracellular signaling, the generation of Ca2+-oscillations
in white adipocytes in response to a decrease in [Ca2+]ex takes place due to the mobilization of Ca2 + ions
from the thapsigargin-sensitive Ca2+-pool in the endoplasmic reticulum via IP3R as a result of the
activation of P2Y1 purinergic receptors and the phosphoinositide signaling pathway. Such paracrine
activation of white adipose tissue in response to the opening of Cx43 hemichannels leads to local signal
propagation and regulation of gene expression. At 24 hours after activation of Cx-43 and generation of
Ca2+-oscillations in white adipocytes, there is a change in the expression of key genes involved in the
regulation of lipolysis, which is accompanied by a decrease in the number of adipocytes that contained
lipid droplets. Meanwhile, inhibition or knock-down of Cx-43 leads to inhibition of lipolysis and
accumulation of lipid droplets.
In this study, we elucidate and research the mechanism of generation of Ca2+-oscillations in white
adipocytes in response to decreased concentration of Ca2 + ions in the external environment and show
the correlation between periodic Ca2+-modes and lipolysis/lipogenesis balance regulation.

Introduction
There are 2 main types of adipose tissue, white and brown adipose tissue. White adipose tissue (WAT)
stores energy as triglycerides in lipid droplets, whereas brown adipose tissue determines adaptive
thermogenesis and dissipates energy as heat. White adipose tissue dysfunction leads to upon excess
caloric intake, resulting in obesity and an enhanced predisposition to many pathophysiological changes,
including diabetes, cardiovascular disease and cancer [1]. White adipocytes form fat depots in different
parts of the organism and therefore adipose tissue is a distributed organ under the control of central and
peripheral signals. Adipocytes are also a major cell type within the bone marrow and their number
increases under various pathological conditions, including radiotherapy [2]. However, there is also a third
type of adipose tissue - “beige” or “brite” adipocyte, which occurs as inclusions in white fat depots and is
characterized by a distinct and different origin and molecular identity from classical brown adipocytes [3,
4]. WAT includes different types of cells: adipocytes, pre-adipocytes, macrophages, endothelial cells, and
mesenchymal stem cells. Up to 50 percent of white adipose tissue is adipocytes [5].
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Under normal conditions, with a positive caloric balance, FFA supplied with blood is stored both by
hypertrophy of adipocytes and due to proliferation and differentiation of preadipocytes into adipocytes [6,
7]. It is believed that impairment of these processes and/or remodeling of the extracellular matrix, as well
as impaired angiogenesis, can lead to pathological hypertrophy and dysfunction of adipocytes [8].
Lipolysis stimulated by norepinephrine is provided by the activation of β-adrenergic receptors, adenylate
cyclase and the synthesis of cAMP, as well as key lipases HSL and ATGL, and phosphorylation of
perilipin. Inhibition of this process is provided as a result of activation of the α2-adrenergic receptors,
heterotrimeric Gi protein, αi-subunit, inhibiting adenylate cyclase and cAMP synthesis [9]. The βγ subunits
of Gi proteins also play an important role in the processes of signal transduction from the receptor to
targets [10]. Moreover, WAT is an active secretory organ [11], which secretes a number of biologically
active substances - adipokines in response to various stimuls, including stressful ones. The mechanisms
of secretion in the cells of most tissues are closely related with changes in the concentration of cytosolic
Ca2+ ([Ca2 +]i). In this case, electrically non-excitable cells are characterized by the formation of
connections with the connexin hemichannels and theirs activity is also regulated by changing in the
concentration of Ca2 + ions [12]. In obesity and type II diabetes, the concentration of free fatty acids
circulating is increases. In obesity, it has been shown for the brain that saturated fatty acids activate the
gap junction, which leads to the activation of microglia, the release of pro-inflammatory factors, ATP and
glutamate into the extracellular space. As a result, it causes neuronal damage and secondary
inflammation of glial cells, accompanied by a disturbance of the feeding pattern [12, 13, 14]. For adipose
tissue, similar effects of connexin activation in obesity can be expected. In addition, the effects of
activating hemichannels in adipose tissue are poorly understood.
Vertebrate connexins (Cx) are presented by 20 isoforms of proteins that have 4 transmembrane domains
and differ in the length of the cytoplasmic domain. In the membranes of contacting cells, connexins form
connexon channels and provide the distribution between these cells of calcium and potassium ions,
water, molecules up to 1-1.2 kDa - ATP, small RNA, glutamate, pro-apoptotic molecules [15, 16].
Connexins which do not form contacts with a nearby cell but open into the extracellular space are named
uncoupled “free” hemichannels and are also used for the transport of molecules [17]. The permeability of
the connexons is regulated by the membrane potential and their opening occurs in response to
depolarization, as well as conformational changes in the connexin molecule. This change depends on the
concentration of Ca2 + ions and the channel opens when the concentration of extracellular Ca2 +
decreases [11]. Another manner of regulating the connexin channels permeability is post-translational
modification achieved by phosphorylation of PKB/Akt, MAPK, PKC, PKA, GSK-3, glycosylation,
acetylation, nitrosylation, or ubiquitination [18, 19].
Cx43, among other connexins, is distinguished by the ability to form both connexons and uncoupled
“free” hemichannels. In addition, Cx43 regulates cellular metabolism, and the gene expression of this
connexin affects the expression pattern of other genes [20, 21]. Cx43 is also expressed on the inner
mitochondrial membrane and its activity is required for the inhibition of MPT-megachannels and
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suppression of the apoptotic process in brain cells [22]. The activity of Cx43 in cardiomyocytes is
necessary for the transport of potassium ions from the cytosol [23], the efficient function of complex I
and oxidative phosphorylation [24], stimulation of ATP-dependent K+-channels, and activation of hypoxic
preconditioning mechanisms [25].
Connexins play an important role in the cell differentiation, adhesion and apoptosis; they do regulatory
functions during embryonic development, synaptic transmission, immune responses, and carcinogenesis
[26]. Connexins are associated with the pathogenesis of types I and II diabetes [27]. Cx36 form gap
junctions between pancreatic beta cells required to maintain basic insulin secretion and glucose-induced
insulin release. Animal studies have shown that loss of Cx36 is associated with the loss of pulsatile
insulin release, increase in basal insulin output, and reduced glucose-induced insulin release – an defects
characteristic of diabetes [28, 29]. Cx36 is coded for by GJD2 gene, which is located on the 14q region of
chromosome 15, a susceptibility locus for type II diabetes, and the diabetic syndrome [30]. Cx43 is widely
found in the human anatomy, and more than 80 different mutations in the gene encoding Cx43 (GJA1)
are associated with the pleiotropic developmental disorder known as oculodentodigital dysplasia
(ODDD), которая характеризуется craniofacial malformations, enamel hypoplasia, syndactyly, ocular
deficits [31]. Cx36 form the gap junctions between pancreatic beta cells required to maintain basic insulin
secretion and glucose-induced insulin release. Animal studies have shown that loss of Cx36 is associated
with the loss of pulsatile insulin release, increase in basal insulin output, and reduced glucose-induced
insulin release - defects characteristic of diabetes [28, 29]. Cx36 is coded for by GJD2 gene, which is
located on the 14q region of chromosome 15, a susceptibility locus for type II diabetes, and the diabetic
syndrome [30]. Cx43 is widely found in the human anatomy, and more than 80 different mutations in the
gene encoding Cx43 (GJA1) are associated with the pleiotropic developmental disorder known as
oculodentodigital dysplasia (ODDD), characterized by craniofacial malformations, enamel hypoplasia,
syndactyly, ocular deficits [31]. Many tissues are protected from these abnormalities because other
isoforms of connexin are expressed in them. However, in white adipocytes, Cx43 is the main connexin
and therefore patients with ODDD are characterized by abnormalities in the physiology of white or brown
adipose tissue. It was also found that Cx43 play a role in adipose-derived stromal cell differentiation into
adipocytes, as well as adipose beiging in rodents and humans [32, 33].
Panexins have a similar structure and function, which are presented by 3 isoforms in vertebrates [34].
Pannexins can also form channels that open into the extracellular space and their permeability does not
depend on the concentration of extracellular Ca2 + ions [35], and their ability to form full-fledged
intercellular channels remains unconfirmed [36, 37]. It is known that pannexins are involved in the
mechanism of synaptic ATP release and suppression of hyperexcitation of neuronal networks through
the activation of adenosine receptors on the presynaptic membrane and suppression of glutamate
secretion [38]. The role of pannexins and their signaling in adipose tissue is currently poorly understood.
It should be said that an increase in [Ca2+]i, as a secondary messenger, mediates the action of almost all
neurotransmitters and hormones. However, the role of Ca2 + ions in the regulation of the balance between
lipolysis and lipogenesis in white adipose tissue has not been sufficiently studied, including the role of
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Ca2 + oscillations. Therefore, it is of interest to study the intracellular mechanism of Ca2 + oscillation
generation caused by the activation of Cx-43 connexin channels and their role in the regulation of
lipolysis/lipogenesis in white adipocytes.

Materials And Methods
Isolation of preadipocytes. Cell cultures were prepared as described in detail previously [39].
All studies were approved by the Animal Ethic committee of the Institute of cell biophysics.
NMRI mice (aged 3–5 weeks) were decapitated after a brief (45–60 sec) anesthesia with carbon dioxide
before sacrifice. Mice were subjected to cervical dislocation and disinfected with 70% ethanol prior to
dissection. All operations were performed in a sterile environment on ice. White adipose tissue was
removed from the epididymal fat depot and placed in a Petri dish with cold DMEM-medium. Scissorminced white adipose tissue was transferred into a tube containing sterile DMEM with 7 mg type II
collagenase (Sigma-Aldrich, USA) and 4% bovine serum albumin (BSA, free from fatty acids). Then the
tissue was incubated for 18 min at 370C. To stop the enzymatic reaction, the tube was chilled on ice for
20 min with intermittent shaking followed by filtration through 250 µm filter and centrifugation at 1000 g
for 10 min. The pellet was then resuspended in cold DMEM medium, filtered through 50 µm filters and
centrifuged at 1000 g for 10 min. Finally, the pellet was resuspended in cultural medium containing:
DMEM, 10% fetal bovine serum (FBS; Gibco), 4 mM L-glutamine, 4 nM insulin, 0.004% gentamicin and 25
µg/ml sodium ascorbate (Sigma-Aldrich, USA). The obtained suspension contained preadipocytes, since
mature adipocytes carry vesicles of fat and do not precipitate under the given conditions.
Cultures of white adipocytes. 100 µl of culture medium containing 3 × 104 preadipocytes were placed on
round coverglasses (25 mm in diameter), which were then transferred into 35 mm Petri dishes. 6 hours
after adhesion of the cells to the glass, additional culture medium was added to the Petri dishes. On the
third day the medium in the dishes was replaced with a fresh portion of medium, which included 10 nM
cytosine arabinoside (Sigma-Aldrich, USA) to suppress the proliferation of fibroblasts, and incubation in
CO2 atmosphere was continued for 8 hours. After that the medium was replaced with fresh culture
medium. On the ninth day of culture, the cells form a monolayer and become differentiated.
Transfection with small interfering RNA (siRNA). When cell confluence reached at 40% (5 days in vitro),
cells were transfected with siRNA against mouse Gja1 (Cx-43) (Thermo Fisher Scientific, USA) using
lipofectamine RNAiMax (Invitrogen, USA) according to the manufacturer's instructions. After incubating
white fat cells with siRNA-reagent mixtures in Opti-MEM (Gibco, USA) containing 50 pM of siRNA Gja1
were added for 6 hours. Then cultural medium changed and cells were incubated for an additional 48
hours. The efficiency of knockdown was at least 85–90% as confirmed by RT-PCR. Эксперименты
проводили на 9 DIV.
The measurement of cytosolic calcium concentration. The measurement of cytosolic [Ca2+] was
performed by fluorescent microscopy using Fura-2AM (Molecular probes, USA), a ratiometric fluorescent
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calcium indicator. Cells were loaded with the probe dissolved in Hanks balanced salt solution (HBSS),
containing 10 mM HEPES, pH 7.4, at a final concentration of 5 µM at 370C for 40 min with subsequent 15
min washout. The coverslip containing the cells loaded with Fura-2 was then mounted in the
experimental chamber. During the experiment we used a perfusion system, which enables complete
replacement of the cell bathing solution within 30 seconds. We used an Axiovert 200M based imaging
system (Carl Zeiss, Germany) equipped with HBO100 mercury lamp, AxioCam HSm CCD camera and
MAC5000 high speed excitation filter wheel. Fura-2 fluorescence was excited at two wavelengths using
band-pass filters BP 340/30 and BP 387/15; fluorescence was registered in the wavelength range of
465–555 nm. Excitation light intensity was lowered using 25 and 5% neutral density filters in order to
prevent phototoxicity. Image frames were acquired at 3 seconds intervals with a Plan Neofluar 10×/0.3
objective. The time lapse image sequences were analyzed using ImageJ 1.44 (NIH Image, Bethesda, MD).
Graphs were plotted using OriginPro 8.0 software Microcal Software Inc., Northampton, MA). Statistical
analysis was performed using the same software. Results are presented as means ± standard error (SЕ)
or as representative calcium signal of the cells.
Assessment of hemichannel open probability by dye loading. Connexin hemichannels are permeable to
the fluorescent dye carboxyfluorescein (376 Da) and in an open state can act as conduits of
carboxyfluorescein transport across the membrane in accord with the concentration gradient of the dye
[40, 41]. Carboxyfluorescein (100 µM) was added to the cell incubation media for 10 min, resulting in
background connexin-mediated dye loading, followed by application of the experimental stimulus. Then
the cells were washed for 5 min, and the degree of intracellular carboxyfluorescein accumulation (dye
loading) was assessed by measuring the intensity of carboxyfluorescein fluorescence in individual cells.
Images of carboxyfluorescein fluorescence were taken using an inverted confocal microscope Leica TCS
SP5 (Leica, Germany) before and after addition of the dye, after the application of the Ca2+-free stimulus
in the presence of the dye in the media and after the washout of carboxyfluorescein. Using ImageJ
software, regions of interest were drawn around the cell bodies of white adipocytes and the mean pixel
intensity for all the cells in the field of view was calculated. Background fluorescence was subtracted.
Quinacrine staining. To visualize ATP-containing vesicles, adipocytes were stained with 5 µM quinacrine
in Hanks solution containing 10 mM HEPES at 37°C for 15 min. Quinacrine, a derivative of acridine, is a
weak base that binds ATP with high affinity [42, 43]. After the incubation the cells were washed 5 times
with Hanks solution and used to visualize vesicles using TIRF microscopy.
Total internal reflection fluorescence (TIRF) microscopy. To visualize and investigate the dynamics of the
release from adipocytes of ATP-containing vesicles stained with quinacrine, TIRF microscopy was used.
An inverted TIRF microscope (IX71, Olympus, Japan) equipped with an immersion oil lens with a high
numerical aperture (60×/1.65 NA) and a cooled high-resolution camera (Hamamatsu, Japan) was used
for this. Series of images were obtained and analyzed using the Olympus Cell software (Olympus). The
quinacrine fluorescence was excited using an argon laser at a wavelength of 488 nm, emission was
recorded at a wavelength range 500–530 nm. To assess changes in the fluorescence intensity, an area of
interest (ROI) was selected and fluorescent granules containing ATP were detected. A decrease in the
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fluorescence intensity in the region of interest testified to the secretion of vesicles into the extracellular
space. Experiments were performed at 37°C.
Total RNA isolation. Total RNA was isolated from the primary culture of white adipocytes using the Mag
Jet RNA reagent kit (Thermo Scientific, USA) according to the manufacturer’s instructions. The quality of
the RNA was assessed by electrophoresis in 2% agarose gel in TBE buffer in the presence of ethidium
bromide (1 µg/mL). The RNA concentration was measured using a NanoDrop 1000c spectrophotometer
(Thermo Scientific, USA). cDNA was synthesized using the RevertAid H Minus First Strand kit according
to the protocol recommended by the manufacturer (Thermo Scientific). Single-stranded cDNA
preparations were used as a template for real-time PCR analysis.
Real-time polymerase chain reaction (RT-qPCR). Each PCR was performed in a 25 µL mixture composed
of 5 µL of qPCRmix-HS SYBR (Evrogen, Moscow, Russia), 1 µL (0.2 µM) of the primer solution, 17 µL
water (RNase-free), 1 µL cDNA. Dtlite Real-Time PCR System (DNA-technology, Moscow, Russia) was
used for amplification. Amplification process consisted of the initial 5 min denaturation at 95°C, 40
cycles of 30 s denaturation at 95°C, 20 s annealing at 60–62°C, and 20 s extension step at 72°C. The
final extension was performed for 10 min at 72°C. The sequences of the used primers are presented in
Table 1. All the sequences were designed with FAST PCR 5.4 and NCBI Primer-BLAST software. The data
were analyzed with Dtlite software (DNA-technology, Moscow, Russia). The expression of the studied
genes was normalized to gene encoding Glyceraldehyde 3-phosphate dehydrogenase (GAPDH). Data
were analyzed using Livak`s method [44].
Table 1
Primer sequences for real-time polymerase chain
reaction (RT-PCR).
Gapdh

Forward 5'-ccacggcaagttcaacggcac-3'
Reverse 5'-gatgatgacccttttggccccacc-3'

Lipe

Forward 5'-gagcactacaaacgcaacgagaca-3'
Reverse 5'-aaattcagccccacgcaactct-3'

Sitr1

Forward 5'-ctttcagaaccaccaaagcgga-3'
Reverse 5'-acagaaaccccagctccagtca-3'

Sitr3

Forward 5'-acctttgtaacagctacatgcacggt-3'
Reverse 5'-ccatcacatcagcccatatgtcttc-3'

Igf2

Forward 5'-cctcctggagacatactgtgccac-3'
Reverse 5'-tgtctccaggtgtcatattggaagaa-3'

Gja1

Forward 5'- cttcaatggctgctcctcacca − 3'
Reverse 5'- gctcgctggcttgcttgttgt − 3'
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Lipid droplets assessment. Adipogenic differentiation of the cells was histologically assessed by staining
with Oil Red. Samples were fixed with 3.7% buffered formalin for 1 hour. Then the cells were washed from
the formalin solution. Then the cells were stained with Oil Red solution (3 mg/ml Oil Red in 60%
isopropanol; Sigma-Aldrich, Germany) for 2 hours and washed three times with PBS. Then the samples
were dried in a thermostat at 37°C. Samples were imaged using an Axiovert 200M based imaging system
(Carl Zeiss, Germany). ImageJ software was used in order to analyze images.
Statistical analysis. All presented data were obtained from at least three cell cultures from 2–3 different
passages. n – number of the experiments. All values are given as mean ± standard error (SE). The
differences between the columns were estimated with paired t-test. Two-way or One-way analysis of
variance (ANOVA) followed by the post-hoc Tukey-Kramer test was used for multiple group comparisons.
The statistical tests were performed with GraphPad Prism 5 software.

Results

Ca2+-responses of white adipocytes to Ca2+-free medium
application.
When the complete medium is replaced with calcium-free medium supplemented with 0.5 mM EGTA
(Ca2+-free), different Ca2+-releases are observed in mature white adipocytes (9 days in vitro, DIV).
Directly after stimulation, Ca2+-oscillations occur in 45 ± 11% of cells, Ca2+- oscillations are observed in
23 ± 8% of cells after a lag period of 5.2 ± 3.5 minutes, and transient Ca2+-signals are recorded in 32 ±
11% of adipocytes (Fig. 1А). Ca2+-oscillations in adipocytes occur without changing the basal level
[Ca2+]i (Fig. 1А, black and green curves), and after transient signals, a new basal level of [Ca2+]i is
established (Fig. 1А, red curve). When the Ca-free medium is replaced with a medium containing 1.2 mM
Ca2+, no changes in [Ca2+]i are found in adipocytes (Fig. 1А).
Figure 1B shows the representative calcium signals of white adipocytes in response to repeated addition
of Ca2+ -free buffer. After the first short-term (~ 160 seconds) stimulation of adipocytes by Ca2+-free
medium, the complete medium (containing 1.2 mM Ca2+) was washed, and consequently, Ca2+oscillations were suppressed. To recover of calcium signaling system of white adipocytes repeated
application of Ca2+-free medium was performed after 30 minutes pause in the registration of [Ca2+]i.
Repeated application of Ca2+-free medium induces Ca2+-release in 87 ± 21% of adipocytes from the
population of cells that responded to the first stimulation. Diminution in the number of cells in response
to the repeated stimulation is most likely associated with irreversible desensitization of the calciumtransport systems. Moreover, each of adipocytes is still able to respond to Ca2+ -free buffer exclusively in
the form of Ca2+-response that occurs during the first short-term stimulation, i.e., adipocytes, which
responded to the first stimulation with impulse rise in [Ca2+]i, react with the same type of signal to the
repeated stimulation (Fig. 1D, black curve), but never with oscillations. Such a feature of white adipocytes
may be due to an individual set of receptors and expression of calcium-transport systems, which is a
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good property for inhibitory analysis and establishing the mechanisms underlying the sensitivity of white
fat adipocytes to changes in the concentration of extracellular calcium.
Therefore, the replacement of the extracellular medium of cultured white adipocytes with calcium-free
medium induces generation of two types of Ca2+-signals, transient Ca2+-responses and Ca2+oscillations, which are suppressed when the concentration of extracellular Ca2 + is restored.
Activation of Cx-43 connexin hemichannels promotes generation of Ca2+-oscillations in response to low
extracellular Ca2+-level but this has no effect on Ca2+-transients
It is known that connexin hemichannels can be activated by a decrease in the concentration of
extracellular Ca2+ ([Ca2+]ex), and Cx-43 type is most abundantly expressed in white fat adipocytes [32].
Connexin hemichannels blockers, such as carbenoxolone (CBX, 100 µM) and octanol (1 mM), completely
suppress Ca2 + oscillations in all white adipocytes directly after 30-min preincubation (Fig. 2А), and their
signals to addition of Ca2+-free medium convert into a single Ca2 + transient. Incubation of cells with
proadifen (100 µM) (Fig. 2D) elicited a similar effect. In the population of white adipocytes that respond
to the first addition of Ca2+-free medium, in the form of transient signals, connexin hemichannels
blockers had no effects on the cells’ responses after the second addition of Ca2+-free medium (Fig. 2В).
In general, no decreases in the amplitude of Ca2 + transients were found (Fig. 2D). Along with connexin
hemichannels, pannexin 1 hemichannels (Pannexin-1) are also expressed in white adipocytes and
perform several important physiological functions [45]. Incubation of white adipocytes with a pannexin
blocker, probenecid (PROB, 1 mM), had no impact on generation of Ca2+-oscillations (Fig. 2А) and the
amplitude of Ca2+-transients (Fig. 2D). After addition of Ca2+-free medium, the highly selective peptide
blocker Pannexin-1 (10Panx, 100 µM) did not influence the Ca2+-signals of white adipocytes either
(Fig. 2D).
Interestingly, cellular Cx43 gene knock-down using Gja1 siRNA not only to completely inhibits Ca2+-free
medium-induced Ca2+-oscillations (Fig. 2С), but also provokes a statistically significant decrease in the
amplitude of Ca2+-transients (Fig. 2D). Herewith, cellular Cx43 knock-down does not change the density
of a cell culture, cell morphology (not shown) and their response to physiological stimuli (Fig. 2С – NE);
the response of white adipocytes is a high-amplitude increase in [Ca2+]i after application of 1 µM of
noradrenaline, which is typical for normal cell cultures of mature white adipocytes [46].
It is known that connexin hemichannels in an opened state are permeable to carboxyfluorescein [41]. In
the presence of carboxyfluorescein in the incubation media, application of Ca2+-free to white adipocytes
facilitated intracellular accumulation of the dye (Fig. 3А, В), indicating increased open probability of
membrane channels. Ca2+-free stimulation-induced dye accumulation was prevented by CBX (Fig. 3А, В)
or peptide blockers of Cx43 – Gap-26 (рис. 3В) and by Cx43 gene knock-down using Gja1 siRNA (Fig. 3А,
В). Preincubation of white adipocytes with the blocker of Panexin-1–10Panx (100 µM) did not affect
intracellular accumulation of the dye (Fig. 3B), which confirms that pannexins are not involved in the
response of white adipocytes to a decrease in the concentration of external calcium.
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Thus, a decline in the concentration of extracellular Ca2 + induces generation of Ca2+-oscillations in
white adipocytes due to the activation and opening of connexin, mainly Cx43 but not pannexin
hemichannels. However, the blockers of connexin and pannexin hemichannels did not affect the
generation and amplitude of Ca2+-transients, which probably occur due to the activation of other
signaling pathways.
Decrease in extracellular Ca2 + ions induces vesicular ATP secretion by white adipocytes.
A fairly large range of active molecules, including ATP, can be secreted through hemichannels [16]. The
cells were loaded with fluorescent probe quinacrine to visualize ATP-containing vesicles and to research
the dynamics of their secretion in white adipocytes during a decrease of [Ca2+]ex and opening of Cx-43.
Figure 4A shows a single white adipocyte loaded with quinacrine prior to stimulation with Ca2+-free
medium, and the image obtained by TIRF-microscopy shows a great number of ATP-containing vesicles.
After a 5-minute exposure to Ca2+-free medium, almost complete secretion of ATP-containing vesicles
takes place (Fig. 3А, Ca2+-free). Time analysis of the dynamics of the secretion shows that the secretion
of most ATP-containing vesicles occurs within the first 20–30 seconds after addition of Ca2+-free
medium (Fig. 3В). In other non-excitable cells, for example, astrocytes, it was shown that ATP secretion is
a Ca2+-dependent process [47] and incubation with Tetanus toxin (TeNT, 50 ng/mL), an inhibitor of Ca2+dependent vesicular fusion, leads to the development of a lag phase followed by secretion of ATPcontaining vesicles after addition of Ca2+-free medium (Fig. 3В, +TeNT). Furthermore, the number of
secreted vesicles usually decreases (Fig. 3Е). This experiment shows that Ca2+-ions are needed for
secretion of ATP-containing vesicles, and taking into account that after addition of Ca2+ -free medium,
Ca2+-ions are absent in the external environment, then, probably, adipocytes use accumulated Ca2+. In
fact, incubation of white adipocytes with Ca2+-chelator, BAPTA-AM, for an hour changes the form of
Ca2+-free medium-induced Ca2+-oscillations. As a result, either the interval between oscillations becomes
longer (Fig. 3С, black curve), or the amplitude of Ca2+-oscillations become smaller and their frequencies
increase (Fig. 3С, red curve). Also, at the level of secretion of ATP-containing vesicles, incubation with
BAPTA-AM, commonly, significantly reduces the number of secreted vesicles (Fig. 3Е). A decrease in the
number of secreted vesicles in Ca2+-free medium was also observed upon incubated with Bafilomycin A1
(BafA) a vacuolar ATPase inhibitor (Fig. 3Е), or cellular knock-down of Cx43, when ATP secretion is
completely suppressed in white adipocytes (Fig. 3D, E).
As a result, activation of Cx43 hemichannels occurs in response to a decrease in [Ca2+]ex, thereby leading
to vesicular secretion of ATP-containing vesicles, a process dependent on the intracellular concentration
of Ca2+-ions.
Activation of Cx-43 in response to a decrease in [Ca2+]excontributes to phosphoinositide signaling
pathway and activation of G-proteins.
Application of ATP (10 µМ) to the cell culture of white adipocytes contributes to generation of
predominantly Ca2+-oscillations that occur without any change in the basal level of [Ca2+]i in 22 ± 16%
of adipocytes (Fig. 5А, designation 2), or with an increase in the basal level of [Ca2+]i in 47 ± 11% of
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adipocytes (Fig. 5А, designation 3). Ca2+-free medium-induced Ca2+-oscillations are rapidly suppressed
with application of apyrase (apyrase, 35 U/ml, Fig. 5В), an ATP hydrolyzing enzyme. At the same time, in
one population of white adipocytes, the basal [Ca2+]i level returned to that observed at rest, while in
another population, no similar effect is found.
To generate Ca2+-signals, cells can use both the input of Ca2+-ions from outside and mobilization from
intracellular calcium stores. Depletion of calcium from the endoplasmic reticulum (EPR) of the cells
incubated with thapsigargin (TG, 10 µM), the SERCA inhibitor, leads to disappearance of both Ca2+oscillations and Ca2+-transients of white adipocytes following a decrease in [Ca2+]ex (Fig. 5С). U73122
(10 µM), a phospholipase C (PLC) inhibitor, completely inhibits Ca2+-release from white adipocytes after
repeated addition of Ca2+-free buffer (Fig. 5D). Similarly, inhibition of the IP3R by Xestospongin C (XeC, 1
µM, Fig. 5Е) prevents generation of Ca2+-oscillations and transients in all adipocytes in response to the
first addition of Ca2+-free buffer. However, the ryanodine receptor as an inhibitor of ryanodine receptors
ryanodine (Rya, 10 µM, Fig. 5F) has no effect on generation of Ca2+-signals from adipocytes.
MRS-2179 (30 µM, Fig. 5G), the P2Y1 receptor antagonist, suppressed completely Ca2+-oscillations of
white adipocytes, but the signals in response to addition of Ca2 +-free medium were in the form of single
fast Ca2+-impulses. Furthermore, suramin (5 µM, Fig. 5Н), an uncoupler of G-proteins [48], inhibits
completely Ca2+-release from adipocytes suggesting that G-proteins participate in activation of Ca2+transients in response to a decrease in [Ca2+]ex; this issue requires further study.
The Ca2+-oscillations (red curves) and Ca2+-transients (black curves) of single cells are presented.
Between the first and second applications of Ca2+-free, there was a 30 minutes pause in the Ca2+dynamics registration. During recording pause, an inhibitor was added.
Thus, the signaling pathway involved in generation of Ca2+-oscillations by white adipocytes in response
to a decrease in extracellular Ca2 + includes mobilization of Ca2+-ions from the thapsigargin -sensitive
Ca2+-pool of endoplasmic reticulum with participation of phospholipase C and IP3R activation. In this
case, paracrine activation of P2Y1 takes place in response to the opening of Cx43 hemichannels and
secretion of ATP by adipocytes which responded to addition of Ca2+-free medium that leads to local
signal propagation throughout the cells of white adipose tissue.
A decrease in [Ca2+]exstimulates lipolysis and correlates with generation of Ca2+-oscillations in white
adipocytes.
It is known that Ca2+-oscillations can regulate many physiological processes both in excitable and
electrically unexcitable tissues [49]. Replacement of the extracellular medium with a calcium-free medium
results in generation of Ca2+-oscillations, on average, in 29 ± 14% of cells, which last for 52 ± 5 minutes
and tend to decrease the amplitude of Ca2+-signals (Fig. 6А, red curve). At the same time, 47 ± 9% of
white adipocytes show transient Ca2+-signals in the presence of Ca2+-free solution and no Ca2+oscillations occur in this cell population for 60 minutes of recording, and increased basal [Ca2+]i level
returned to the basal level observed at rest by the end of the cell response during the experiment (Fig. 6A,
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blue curve). The use of Ca2+-free solution and application of 100 µM of CBX (Fig. 6В, black curve) or
Cx43 knockout (Cx-43-KD, Fig. 6B, green curve) to adipocytes generated Ca2+-transients exclusively in 54
± 18% and 21 ± 7% of cells, respectively, the amplitudes of which were usually lower as compared to
control (Fig. 6А, blue curve). Having recorded adipocyte Ca2+-dynamics after addition of Ca2+-free
solution, the cell cultures were put into the CO2 incubator again for 24 hours. Total RNA was then isolated
from one part of the cells and used for PCR analysis, while the other part of the cells was fixed and
loaded with a probe that stained lipid inclusions (OilRed, Fig. 6D).
The expression of Gja1, a gene encoding Cx-43, does not significantly change after the use of Ca2+-free
solution, in combination with the connexin blocker CBX (Fig. 6А), while the cell knockdown of Gja1 leads
to almost complete suppression of expression of this gene. 24 hours after application to Ca2+-free
solution in white adipocytes we observed a rise in the expression level of Lipe, Sirt1, Sirt3 and Atgl genes
encoding hormone-sensitive lipase, sirtuins 1 and 3, triglyceride lipase, by a factor of 8.6, 3.1, 3.3 and 3.6,
respectively (Fig. 6С). Simultaneously, there is a 54% suppression of the expression of the gene Igf2
encoding insulin-like growth factor-2 (Fig. 6С). Data on changes in gene expression coincide with those
on diminution in the number of adipocytes loaded with lipid droplets (Fig. 6D, +Ca2+-free) as compared to
the control (Fig. 6D, Control) (adipocytes on the 9 DIV, without Ca2+-free); this may indicate an activation
of lipolysis. The addition of Ca2+-free solution for 60 min in the presence of CBX (100 µM) blocker leads
to a significant increase in the expression level of 2 out of 5 genes studied, such as Igf2 (by 3,2 times)
and Atgl (by 2,9 times) (Fig. 6С). The use of Ca2+-free solution in combination with CBX leads to smaller
morphological changes in the white adipocytes (Fig. 6D, CBX + Ca2+-free) as compared to those observed
when only Ca2+-free solution is used: the number of adipocytes loaded with lipid droplets begins to
decline when compared to the control (Fig. 6D, Control), but increase when Ca2+-free solution is added
(Fig. 6D, +Ca2+-free). A knockdown of the Gja1 gene suppresses not only Ca2+-oscillations in white
adipocytes in response to application of Ca2+-free medium, but also contributes to a decrease in the
expression of the Lipe (на 19%), Sirt1 (by 31%) genes and a 5.8-fold increase in Igf2 expression (Fig. 6С);
this exactly correlates with the removal of the effect Ca2+-free medium has on intracellular accumulation
of lipid droplets(Fig. 6D, Cx-43-KD + Ca2+-free); OilRed stained adipocyte culture is similar in morphology
to the control (Fig. 6D, Control).
Thus, 24 h after Cx-43 activation and generation of Ca2+-oscillations in white adipocytes we observed a
change in the expression of key genes involved in the regulation of lipolysis accompanied by a
diminution in the number of adipocytes loaded with lipid droplets. It should be noted that inhibition or Cx43 knockdown not only suppresses Ca2+-oscillations, but also tends to decrease the level of genes
encoding key enzymes of lipolysis.

Discussion
The physiological effects of connexins depend on both the type of connexin hemichannel and the type of
tissue in which it is expressed, and, probably, the type of exposure. For example, Cx32 and Cx26 form
connexon hemichannels that bind hepatocytes and are responsible for regulation of blood glucose and
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hepatocyte glycogenolysis [50, 51]. On the other hand, neointima formation following balloon catheter
injury is significantly reduced in heterozygous Cx43 knockout mice, suggesting a correlation between
neointima formation and high levels of Cx43 during the inflammatory response to injury [52], i.e.
participation of this hemichannel in the inflammatory response.
It has been found that disturbances in brain energy metabolism during hypoxia/ischemia lead to
increased expression of Cx43 and inhibition of this mechanism can be destructive to cells [53, 54], most
likely, through disconnected astrocytic network. Also, reoxygenation after ischemia leads to a change in
the level of phosphorylation and expression of Cx43 in astrocytes. [55]. On the one hand, connexins’
blockers exert neuroprotective effect during brain ischemia and [56], on the other hand, Cx43 activity may
contribute to the development of the effect of hypoxic preconditioning [57]. Cx43 is highly expressed both
in the mesenchymal fraction of the stem cells and in resident adipose-derived stem cells. The expression
level of this connexin is increased during differentiation of adipocytes [32, 58], that distinguishes them
significantly from the astrocytes, suggesting other physiological functions of the connexin. Thus, our
work established correlation between the activation of Ca2+-oscillations, enhanced expression of the
genes encoding lipolysis proteins and diminution in the number of lipid droplets in the cytosol of
adipocytes, in which Cx-43 was activated for 60 minutes. This can be defined as a positive effect.
As shown in our experiments using Tirf microscopy, in response to the activation of Cx-43, ATPcontaining vesicles are secreted by white adipocytes. There is evidence from brain cells that an increase
in the level of expression of Cx43 and Panx1, which occurs during ischemia, enhances the ATP release
into the extracellular space and thus ATP acts as an "alarm signal". In adipose tissue, ATP secretions can
strictly different functions. For example, a Chang and Cuatrecasas investigations showed that preexposure of white adipocytes with ATP inhibits subsequent stimulation of glucose uptake by insulin.
Later studies convincingly prove that extracellular ATP elicit an increase in the cAMP level and causes an
increase in [Ca2+]i through the activation of P2-purinoreceptors, which leads to the activation of protein
kinase A and increased lipolysis and an a decrease in the leptin production by white adipocytes. ATP
rapidly suppresses leptin secretion when insulin is added. The analogue of ATP, BzATP, leads to a similar
effect, which also enhances the lipolytic activity of adipocytes. In addition, it is known that ATP is colocalized with norepinephrine in the sympathetic nerve terminals and released simultaneously in
response to neuronal activity [59] and acts as a co-transmitter for norepinephrine. Leptin production by
white adipocytes was decreased in P2Y1 receptor knockout mice [60]. At the same time, with metabolic
syndrome in humans, the expression level of P2X7 receptors in white adipose tissue significantly
increases, the activation of which mediates the release of inflammatory cytokines [61], and activation of
these receptors under the action of ATP may contribute to the pathogenesis of the disease. On the other
hand, for the activation of P2X7-receptors, high ATP concentrations are required [62], which are not
observed normally and are unlikely to be realized under the conditions of our experiments.
At the level of intracellular signaling, it has been shown that, in addition to the mobilization of Ca2 + ions
from intracellular stores, ATP can regulate the amount and voltage dependence of voltage-gated K+currents in brown adipocytes [63], and increases membrane conductance in single rat adipocytes [64].
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It has been shown earlier in our experiments that in response to acetylcholine [65], noradrenaline [66], or
calmodulin inhibition [67], the generation of short-term Ca2+-signals and Ca2+-oscillations, which have
different mechanisms of generation and maintenance [68], occurs in white adipocytes. Such differences
in Ca2+-signaling should undoubtedly lead to different physiological effects in white adipocytes.
Furthermore, in our previous studies, our findings do not suggest that connexin channels contribute to
generation and maintenance of Ca2+-oscillations irrespective of high expression of this protein in
adipose tissue. However, there is evidence that Cx-43 is involved in oscillatory Ca2+-responses of
adipocytes during absorption of microparticles and other effects. Thus, Cx43 activation in adiposederived stromal/stem cells has been found to be involved in regulation of Ca2+-oscillations that occur
with involvement of NOS and internalization of quantum dots [69, 70], while the role of these oscillations
in regulation of differentiation or the development of these cells is yet to be understood.
The mechanisms of calcium oscillations can be divided into two large classes that depend on the
receptor type, IP3R or RyR, used for mobilization of Ca2 + from the intracellular structures [80, 81]. Our
data show, that in white adipocytes, Ca2+-oscillations activated by Cx43 in response to decreased
extracellular Ca2 + occur exclusively due to activation of PLC and IP3R, although the functional activity of
RyR in adipocytes [68]. At the same time, Ca2 + transients in response to addition of Ca2+-free solution
were also suppressed by PLC, IP3R, and G-protein inhibitors, but were not influenced by the inhibitors of
connexin and pannexin heminchannels, probably, due to other mechanisms of action. Nevertheless, these
Ca2+-transients may also play an important role in regulation of lipolysis in adipocytes, as there is
convincing evidence that activation of IP3Rs and PPARs promotes conversion of human white fat cells
into brite adipocyte [82]. Cx43 expression can be regulated by renin and angiotensin II levels via
activation of the extracellular signal-regulated kinase and NF-κB pathways [26], and these signaling
systems are well designed in white adipose tissue, and closely linked to generation of Ca2+-oscillations
and transients [83].
There is evidence of both the protective effect of connexin hemichannels and their negative effects in
obesity. It has been shown that injections of the hemichannel inhibitor INI-0602 after 4 weeks of
application leads to a decrease in the weight of mice kept on a high-calorie diet. It was found that
inhibition of the gap junction hemichannel pathway affects the initial phases of nutritional disorders, i.e.
prevents the initial stage of obesity development and does not affect the mice locomotor activity.
However, in this in vivo study model, hemichannel inhibition was performed in brain cells, and the effects
were observed in the body as a whole. At the same time, there is convincing evidence that connexins play
a key role not only in adipogenesis, but also in lipid metabolism of adipocytes [84]. It has been found that
an increase in the expression level or activation of Cx43 in white adipose tissue is an effective approach
for combat lipid accumulation in obesity and other metabolic diseases [85]. It has been shown that GJIC
inhibition by 18 α-glycerrhetinic acid or adipocyte-specific Cx43 gene knockout reduced white adipose
tissue beiging and found Cx43 to be important in maintaining mitochondrial integrity in brown fat [85,
86], which is also observed in our studies, when the knockdown of Cx43 led to the accumulation of lipid
droplets at the control level or even higher.
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Due to calcium signaling of the cells, it has been shown that an increase in [Ca2+]i level after treatment of
cells with capsaicin is due to activation of Cx43 and this causes lipolysis in the visceral depot of the
white adipose tissue [84]. Cx43 inhibition in white adipocytes leads to activation of autophagy, enhancing
ROS production, i.e. the activity of this connexin can play a protective role for adipose tissue against
damage induced by oxidative stress [87, 6]. The level of Cx43 expression is higher in brown adipose
tissue than in white adipose tissue [33] and Cx43 plays an important role during cold stress, contributing
to beiging of white adipose tissue via cAMP transport between adipocytes [85]. In brown adipocytes, like
in white adipocytes, stimulation of β3-adrenoreceptors increases ROS production, and inhibition of Cx43
enhances this process [88] that may cause oxidative stress.
In the regulation of lipolysis and lipogenesis of adipose cells, the following enzymes are crucial –
hormone-sensitive lipase, sirtuins, insulin-like growth factor-2, triglyceride lipase, etc. [89], so in this work,
we decided to investigate the expression of genes that encode these proteins in light of the generation of
Ca2 + oscillations by white adipocytes through the activation of Cx-43. 24 hours after the activation of Cx43 and Ca2+-oscillations in a calcium-free medium, first there is an increase in the expression level of the
Lipe gene encoding HSL. HSL is known to be rate-limiting for diacylglycerol and cholesterol ester
hydrolysis in adipose tissue and essential for complete hormone-stimulated lipolysis [90]. In mice with
HSL knock-out we observed diminution in genes encoding lipogenic enzymes, lipid related proteins, and
insulin signaling proteins [90]. Also in HSL−/−-mice detected numerous morphological changes in white
adipocytes, among them heterogeneity of cell size, appearance of hypertrophied adipocytes population,
and a large number of undifferentiated preadipocytes [91, 92]. It is interesting that HSL−/−-mice do not
show signs of obesity and to some extent are able to resist weight gain with a high-calorie diet [91, 93])
and are characterized by a decrease in circulating FFA in the blood, but accumulation of an increased
amount of DAG in various tissues [91, 94]. Consequently, the absence of HSL results in impaired white
adipocytes differentiation or impaired mechanisms of accumulation of lipids in the form of DAG [90].
Lipolysis of the lipid inclusions accumulated by adipocytes occurs also due to activation of triglyceride
lipase (ATGL) [95], and the expression level of the gene, encoding it, also significantly arises after
activation of Cx-43. ATGL is responsible for the initial stage of lipolysis and the cleavage of TAG into
diacylglycerol (DAG), while HSL has already been responsible for the hydrolysis of DAG [96]. In our
experiments, Cx-43 knock-down promotes the removal of the effect of connexin activation in response to
the expression of Lipe and Atgl genes, which correlated with a rise in the number of lipid droplets in white
adipocytes.
In addition to the lipases mentioned above, sirtuins also play important role in WAT physiology. Sirtuins
(silent information regulators, sirts) via modification of histones, transcription factors and co-regulators,
control expression of genes involved in the organism's responses to various stresses [97]. Sirtuins are
associated with cell survival, apoptosis, inflammation, glucose and lipid homeostasis [98]. Sirt1 is located
mainly in the nucleus and is responsible for the modification of transcription factors, cofactors, histones,
and DNA reparation [99]. Overexpression of Cx43 improves renal function in db/db spontaneous diabetic
model mice through increased Sirt1 expression, decreased HIF-1α expression, and reduced extracellular
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matrix components. In the kidney, the probable coupling mechanism of Cx43 and Sirt1 may exert a
protective effect through up-regulation of SIRT1 expression and enhance SIRT1-dependent deacetylation
of HIF-1α to reduce HIF-1α activity, which eventually ameliorated renal epithelial to mesenchymal
transition and diabetic renal tubulointerstitial fibrosis [100]. It was shown that Cx43 and SIRT1 are colocalized in the cytoplasm in NRK-52E cells, and the overexpression of Cx43 leads to an increase in Sirt1
expression, at the same time, the knockdown of Cx43 in white adipocytes, as our studies have shown,
coincides with a decrease in Sirt1 [100]. It was found that in humans, obesity leads to a decrease in the
level of Sirt1 in adipose tissue and its level is restored with a decrease in body weight [101]. Peroxisome
proliferator-activated receptor γ (PPARγ) is considered to be the main transcription factor responsible for
promoting adipogenesis. Sirt1, through interaction with two PPARγ corepressors, the nuclear receptor
corepressor (N-CoR) and silencing mediator of retinoid and thyroid hormone receptors (SMRT), can
suppress adipogenesis [102]. Overexpression of Sirt1 inhibits adipogenesis in the 3T3-L1 cells [103, 104],
as well as determines the differentiation of mesenchymal stem cells into myogenic cells, but not into
preadipocytes, through interaction with the Wnt signaling pathway [105]. In our experiments, there is an
increase in Sirt1 expression upon activation of Cx43, which, on the one hand, can prevent the
accumulation of lipid inclusions, which is recorded using OilRed, and, on the other hand, can promote
adipocyte differentiation. Sirt1 activation also promotes the phosphorylation of AMPK and inhibits the
synthesis of fatty acids and an increase in the number of lipid inclusions in adipose cells in response to
high glucose levels [106]. In our experiments suppression of Sirt1 gene expression after application of
Ca2+-free medium with CBX or to Cx-43-KD-adipocytes can abolished the anti-lipolytic effect of Cx43
activation through this signaling pathway.
Sirt3 is expressed in mitochondria and is involved in the regulation of the activity of mitochondrial
enzymes responsible for glycolysis, fatty acid (FA) oxidation, ketone body synthesis, the catabolism of
amino acids, as well as proteins that regulate apoptosis and oxidative stress [107]. Sirt3 is required for
the activation of the bioenergetic functions of mitochondria in the early stages of adipocyte
differentiation. Silencing of Sirt3 decreases the protein level of forkhead box O3a (FoxO3a) transcription
factor and subsequently downregulates the expression of several antioxidant enzymes and increases
oxidative stress in mesenchymal stem cells after adipogenic induction. Therefore, Sirt3 depletion
diminishes the ability of mesenchymal stem cells to undergo adipogenic differentiation and leads to
adipocyte dysfunction [108]. Sirt1, by interference with the nuclear factor κB (NF-κB) signaling pathway,
represses inflammatory gene expression in adipocytes and macrophages infiltrating adipose tissue [109,
110].
Another important factor, Insulin-like growth factor-2 (IGF2) is a growth-promoting polypeptide that
shares a high degree of structural homology with insulin, a widely expressed peptide hormone in cell
division [111]. IGF2 is a key factor regulating cell proliferation, growth, migration, differentiation, survival,
lipid metabolism [112]. IGF2 is synthesized primarily by the liver, but it is also produced locally by many
tissues, where it acts in an autocrine or paracrine manner [113].
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It is known that the level of IGF2 protein in the blood serum is considerably higher in patients with
metabolic syndrome, and the level of expression of the gene encoding IGF2 is also increased in obese
mice on a high-calorie diet [114]. IGF2 promotes the proliferation and differentiation of preadipocytes line
3T3-L1 and enhances accumulation of lipid inclusions by these cells [115]. Overexpression of IGF2
contributes to formation and accumulation of lipid inclusions by hepatocytes in adult mice [116, 117].
Interestingly, that in our experiments, the activation of Cx43 after application of Ca2+ -free medium leads
to the suppression of the expression of Igf2 gene encoding insulin-like growth factor-2 (IGF2), which can
promote lipolysis. It is known that insulin markedly increases the rate of synthesis and accumulation of
triglyceride by 3T3-L1 adipocytes [115]. At the same time, the use of Ca2+ -free medium in combination
with CBX promotes a significant increase in the expression of Igf2, so does Cx43 knock-down, which
correlates with the inhibition of lipolysis and the appearance of a large number of lipid droplets.

Conclusions
Thus, in differentiated white adipocytes, the reduced concentration of [Ca2+] i results in the generation of
two types of Ca2+-signals, such as Ca2+-oscillations and Ca2+-transients. Ca2+-oscillations occur due to
the activation of Cx-43 hemicannels and vesicular ATP secretion, leading to paracrine activation of most
white adipocytes in vitro. The generator of these Ca2+-oscillations is mobilization of Ca2+-ions from the
thapsigargin-sensitive endoplasmic reticulum pool via IP3R, which also involves the activation of P2Y1
purinoreceptors and G-proteins. Long-term Ca2+-oscillations in adipocytes change the expression level of
genes involved in the regulation of lipogenesis/lipolysis and make a shift in the balance in favor of
activation of lipolysis and diminution in the number of the lipid droplets.

Declarations
Funding: This work was supported by RFBR according to the research project No 20-04-00053.
Author contributions MVT performed all experiments, contributed to the experimental design and data
analysis, prepared figures, participated in the discussion of results, and edited the manuscript. EAT
conceived the study, designed the experiments, analyzed and interpreted the data, wrote the manuscript,
contributed reagents and materials.
Availability of data and material: Data will be made available on reasonable request
Compliance with ethical standards.
Conflict of interest. The authors state that they have no conflict of interest pertaining to this manuscript.

References
1. Zhu Y, Gao Y, Tao C, Shao M, Zhao S, Huang W, Yao T, Johnson JA, Liu T, Cypess AM et al (2016)
Connexin 43 mediates white adipose tissue beiging by facilitating the propagation of sympathetic
Page 17/33

neuronal signals. Cell Metab 24:420–433
2. Suchacki KJ, Tavares AS, Mattiucci D, Scheller EL, Papanastasiou G, Gray C, Sinton MC, Ramage LE,
McDougald WA, Lovdel A (2020) Bone marrow adipose tissue is a unique adipose subtype with
distinct roles in glucose homeostasis. Nat Commun 11:3097
3. Gburcik V, Cawthorn WP, Nedergaard J, Timmons JA, Cannon B (2012) An essential role for Tbx15 in
the differentiation of brown and "brite" but not white adipocytes. Am J Physiol Endocrinol Metab
303:1053–1060
4. Wang N, De Vuyst E, Ponsaerts R, Boengler K, Palacios-Prado N, Wauman J, Lai CP, De Bock M,
Decrock E et al (2013) Selective inhibition of Cx43 hemichannels by Gap19 and its impact on
myocardial ischemia/reperfusion injury. Basic Res Cardiol 108:309
5. Bays HE, González-Campoy JM, Bray GA, Kitabchi AE, Bergman DA, Schorr AB, Rodbard HW, Henry
RR (2008) Pathogenic potential of adipose tissue and metabolic consequences of adipocyte
hypertrophy and increased visceral adiposity. Expert Rev Cardiovasc Ther 6:343–368
6. Li P, Zhu Z, Lu Y, Granneman JG (2005) Metabolic and cellular plasticity in white adipose tissue II:
role of peroxisome proliferator-activated receptor-α. Am J of Physiol Endocrinol Metab 289:617–626
7. Arner E, Westermark PO, Spalding KL, Britton T, Rydén M, Frisén J, Bernard S, Arner P (2010)
Adipocyte turnover: relevance to human adipose tissue morphology. Diabetes 59:105–109
8. Bays HE, Laferrère B, Dixon J, Aronne L, González-Campoy JM, Apovian C, Wolfe BM (2009)
Adiposopathy and bariatric surgery: is 'sick fat' a surgical disease? Int J Clin Pract 63:1285–1300
9. Wang QA, Tao C, Gupta RK, Scherer PE (2013) Tracking adipogenesis during white adipose tissue
development, expansion and regeneration. Nat Med 19:1338–1344
10. Wong JC, Fiscus RR (2011) Essential roles of the nitric oxide (NO)/cGMP/protein kinase G type-Iα
(PKG-Iα) signaling pathway and the atrial natriuretic peptide (ANP)/cGMP/PKG-Iα autocrine loop in
promoting proliferation and cell survival of OP9 bone marrow stromal cells. J Cell Biochem
112:829–839
11. Verselis VK, Trelles MP, Rubinos C, Bargiello TA, Srinivas M (2009) Loop gating of connexin
hemichannels involves movement of pore-lining residues in the first extracellular loop domain. J Biol
Chem 284:4484–4493
12. Takeuchi H, Suzumura A (2014) Gap junctions and hemichannels composed of connexins: potential
therapeutic targets for neurodegenerative diseases. Front Cell Neurosci 8:189
13. Castellano P, Eugenin EA (2014) Regulation of gap junction channels by infectious agents and
inflammation in the CNS. Front Cell Neurosci 8:122
14. Sasaki T, Numano R, Yokota-Hashimoto H, Matsui Sho, Kimura N, Takeuchi H, Kitamura T (2018) A
central-acting connexin inhibitor, INI-0602, prevents high-fat diet-induced feeding pattern
disturbances and obesity in mice. Mol Brain 11:28
15. Giaume C, Koulakoff A, Roux L, Holcman D, Rouach N (2010) Astroglial networks: a step further in
neuroglial and gliovascular interactions. Nat Rev Neurosci 11:87–99
Page 18/33

16. Kameritsch P, Khandoga N, Pohl U, Pogoda K (2013) Gap junctional communication promotes
apoptosis in a connexin-type-dependent manner. Cell Death Dis 4:584
17. Eugenin EA, Basilio D, Sáez JC, Orellana JA, Raine CS, Bukauskas F, Bennett MV, Berman JW (2012)
The role of gap junction channels during physiologic and pathologic conditions of the human central
nervous system. J Neuroimmune Pharmacol 7:499–518
18. D’hondt C, Iyyathurai J, Vinken M, Rogiers V, Leybaert L, Himpens B, Bultynck G (2013) Regulation of
connexin- and pannexin-based channels by post-translational modifications. Biol Cell 105:373–398
19. Thévenin AF, Kowal TJ, Fong JT, Kells RM, Fisher CG, Falk MM (2013) Proteins and mechanisms
regulating gap-junction assembly, internalization, and degradation. Physiology 28:93–116
20. Stehberg J, Moraga-Amaro R, Salazar C, Becerra A, Echeverría C, Orellana JA, Bultynck G, Ponsaerts
R, Leybaert L et al (2012) Release of gliotransmitters through astroglial connexin 43 hemichannels is
necessary for fear memory consolidation in the basolateral amygdale. FASEB J 26:3649–3657
21. Salmina AB (2009) Neuron-glia interactions as therapeutic targets in neurodegeneration. J
Alzheimers Dis 16:485–502
22. Azarashvili T, Baburina Y, Grachev D, Krestinina O, Evtodienko Y, Stricker R, Reiser G (2011) Calciuminduced permeability transition in rat brain mitochondria is promoted by carbenoxolone through
targeting connexin43. Am J Physiol Cell Physiol 300:707–720
23. Boengler K, Ungefug E, Heusch G, Leybaert L, Schulz R (2013) Connexin 43 impacts on mitochondrial
potassium uptake. Front Pharmacol 4:73
24. Boengler K, Ruiz-Meana M, Gent S, Ungefug E, Soetkamp D, Miro-Casas E, Cabestrero A, FernandezSanz C, Semenzato M et al (2012) Mitochondrial connexin 43 impacts on respiratory complex I
activity and mitochondrial oxygen consumption. J Cell Mol Med 16:1649–1655
25. Rottlaender D, Boengler K, Wolny M, Michels G, Endres-Becker J, Motloch L, Schwaiger A, Buechert A
et al (2010) Connexin 43 acts as a cytoprotective mediator of signal transduction by stimulating
mitochondrial KATP channels in mouse cardiomyocytes. J Clin Invest 120:1441–1453
26. Wright JA, Richards T, Becker DL (2012) Connexins and diabetes. Cardiol Res Pract: 496904
27. Hamelin R, Allagnat F, Haefliger JA, Meda P (2009) Connexins, diabetes and the metabolic syndrome.
Curr Protein Pept Sci 10:18–29
28. Nlend RN, Michon L, Bavamian S, Boucard N, Caille D, Cancela J, Charollais A, Charpantier E, Klee P,
Peyrou M (2006) Connexin36 and pancreatic β-cell functions. Arch Physiol Biochem 112:74–81
29. Speier S, Gjinovci A, Charollais A, Meda P, Rupnik M (2007) Cx36-mediated coupling reduces β-cell
heterogeneity, confines the stimulating glucose concentration range, and affects insulin release
kinetics. Diabetes 56:1078–1086
30. Belluardo N, Trovato-Salinaro A, Mud`o G, Hurd YL, Condorelli DF (1999) Structure, chromosomal
localization, and brain expression of human Cx36 gene. J Neurosci Res 57:740–752
31. Esseltine JL, Shao Q, Brooks C, Sampson J, Betts DH, Seguin CA, Laird DW (2017) Connexin43
mutant patient-derived induced pluripotent stem cells exhibit altered differentiation potential. J Bone
Page 19/33

Miner Res 32:1368–1385
32. Wiesner M, Berberich O, Hoefner C, Blunk T, Bauer-Kreisel P (2018) Gap junctional intercellular
communication in adipose-derived stromal/stem cells is cell density-dependent and positively
impacts adipogenic differentiation. J Cell Physiol 233:3315–3329
33. Kim SN, Kwon HJ, Im SW, Son YH, Akindehin S, Jung YS, Lee SJ, Rhyu IJ, Kim IY, Seong JK et al
(2017) Connexin 43 is required for the maintenance of mitochondrial integrity in brown adipose
tissue. Sci Rep 7:7159
34. Yen MR, Saier MHJr (2007) Gap junctional proteins of animals: the innexin/pannexin superfamily.
Prog Biophys Mol Biol 94:5–14
35. Barbe MT, Monyer H, Bruzzone R (2006) Cell-cell communication beyond connexins: the pannexin
channels. Physiology 21:103–114
36. Giaume C, Leybaert L, Naus CC, Sáez CJ (2013) Connexin and pannexin hemichannels in brain glial
cells: properties, pharmacology, and roles. Front Pharmacol 4:88
37. Cone AC, Ambrosi C, Scemes E, Martone ME, Sosinsky GE (2013) A comparative antibody analysis of
pannexin1 expression in four rat brain regions reveals varying subcellular localizations. Front
Pharmacol 4:6
38. Prochnow N, Abdulazim A, Kurtenbach S, Wildförster V, Dvoriantchikova G, Hanske J, PetraschParwez E, Shestopalov VI, Dermietzel R et al (2012) Pannexin1 stabilizes synaptic plasticity and is
needed for learning. PLoS One: 51767
39. Turovsky EA, Turovskaya MV, Zinchenko VP et al (2016) Insulin induces Ca2 + oscillations in white
fat adipocytes via PI3K and PLC. Biochem Moscow Suppl Ser A 10:53–59
40. Turovsky EA, Braga A, Yu Y, Esteras N, Korsak A, Theparambil SM, Hadjihambi A, Hosford PS,
Teschemacher AG et al (2020) Mechanosensory signalling in astrocytes. J Neurosci 40:9364–9371
41. Meigh L, Greenhalgh SA, Rodgers TL, Cann MJ, Roper DI, Dale N (2013) CO2 directly modulates
connexin 26 by formation of carbamate bridges between subunits. Elife 2:e01213
42. Akopova I, Tatur S, Grygorczyk M, Luchowski R, Gryczynski I, Gryczynski Z, Borejdo J, Grygorczyk R
(2012) Imaging exocytosis of ATP-containing vesicles with TIRF microscopy in lung epithelial A549
cells. Purinergic Signal 8:59–70
43. Gaidin SG, Turovskaya MV, Mal’tseva VN, Zinchenko VP, Blinova EV, Turovsky EA (2019) A complex
neuroprotective effect of alpha-2-adrenergic receptor agonists in a model of cerebral ischemia–
reoxygenation in vitro. Biochemistry (Moscow) Suppl Series A 13:319–333
44. Livak KJ, Schmittgen TD (2001) Analysis of relative gene expression data using real-time
quantitative PCR and the 2(-Delta Delta C(T)) method. Methods 25:402–408
45. Adamson SE, Meher AK, Chiu Y-H, Sandilos JK, Oberholtzer NP, Walker NN, Hargett SR, Seaman SA et
al (2015) Pannexin 1 is required for full activation of insulin-stimulated glucose uptake in
adipocytes. Mol Metab 4:610–618

Page 20/33

46. Turovsky EA, Turovskaya MV, Berezhnov AV, Tolmacheva AV, Kaimachnikov NP, Dolgacheva LP,
Zinchenko VP, Maevskii EI, Dynnik VV (2012) Convergence of Ca2 + signaling pathways in
adipocytes. The role of L-arginine and protein kinase G in generation of transient and periodic Ca2 +
signals. Biochemistry (Moscow) Suppl Series A 6: 35–44
47. Turovskaya MV, Gaidin SG, Vedunova MV, Babaev AA, Turovsky EA (2020) BDNF overexpression
enhances the preconditioning effect of brief episodes of hypoxia, promoting survival of GABAergic
neurons. Neurosci Bull 36:733–760
48. Chung W-C, Kermode JC (2005) Suramin disrupts receptor-G protein coupling by blocking
association of G protein alpha and betagamma subunits. J Pharmacol Exp Ther 313:191–198
49. Karlstad J, Sun Y, Brij B (2012) Ca2 + signaling: An outlook on the characterization of Ca2 + channels
and their importance in cellular functions. Adv Exp Med Biol 740:143–157
50. Vinken M, Henkens T, De Rop E, Fraczek J, Vanhaecke T, Rogiers V (2008) Biology and pathobiology
of gap junctional channels. in hepatocytes Hepatology 47:1077–1088
51. Yang J, Ichikawa A, Tsuchiya T (2003) A novel function of connexin 32: marked enhancement of liver
function in a hepatoma cell line Biochem. Biophys Res Commun 307:80–85
52. Chadjichristos CE, Matter CM, Roth I et al (2006) Reduced connexin43 expression limits neointima
formation after balloon distension injury in hypercholesterolemic mice. Circulation 113:2835–2843
53. Wang Y, Sato M, Guo Y, Bengtsson T, Nedergaard J (2014) Protein kinase a-mediated cell
proliferation in brown preadipocytes is independent of Erk1/2, PI3K and mTOR. Exp Cell Res
328:143–155
54. Davidson JO, Green CR, Nicholson LF, Bennet L, Gunn AJ (2012) Deleterious effects of high dose
connexin 43 mimetic peptide infusion after cerebral ischaemia in near-term fetal sheep. Int J Mol Sci
13:6303–6319
55. Martínez AD, Sáez JC (2000) Regulation of astrocyte gap junctions by hypoxia-reoxygenation. Brain
Res Rev 32:250–258
56. De Pina-Benabou MH, Szostak V, Kyrozis A, Rempe D, Uziel D, Urban-Maldonado M, Benabou S, Spray
DC, Federoff HJ, Stanton PK et al (2005) Blockade of gap junctions in vivo provides neuroprotection
after perinatal global ischemia. Stroke 36:2232–2237
57. Theodoric N, Bechberger JF, Naus CC, Sin WC (2012) Role of gap junction protein connexin43 in
astrogliosis induced by brain injury. PLoS One 7:47311
58. Burke S, Nagajyothi F, Thi MM, Hanani M, Scherer PE, Tanowitz HB, Spray DC (2014) Adipocytes in
both brown and white adipose tissue of adult mice are functionally connected via gap junctions:
Implications for chagas disease. Microbes Infect 16:893–901
59. Westfall DP, Todorov LD, Mihaylova-Todorova ST (2002) ATP as a cotransmitter in sympathetic
nerves and its inactivation by releasable enzymes. J Pharmacol Exp Ther 303:439–444
60. Laplante MA, Monassier L, Freund M, Bousquet P, Gachet C (2010) The purinergic P2Y1 receptor
supports leptin secretion in adipose tissue. Endocrinology 151:2060–2070
Page 21/33

61. Madec S, Rossi C, Chiarugi M, Santini E, Salvati A, Ferrannini E, Solini A (2011) Adipocyte P2X7
receptors expression: a role in modulating inflammatory response in subjects with metabolic
syndrome? Atherosclerosis 219:552–558
62. Alves LA, de Melo Reis RA, de Souza CAM, de Freitas MS, Teixeira PCN, Ferreira DNM, Xavier RF
(2014) The P2X7 receptor: shifting from a low- to a high-conductance channel - an enigmatic
phenomenon? Biochim Biophys Acta 1838:2578–2587
63. Wilson SM, Pappone PA (1999) P2 receptor modulation of voltage-gated potassium currents in
brown adipocytes. J Gen Physiol 113:125–138
64. Chowdhury HH, Grilc S, Zorec R (2005) Correlated ATP-induced changes in membrane area and
membrane conductance in single rat adipocytes. Ann NY Acad Sci 1048:281–286
65. Turovsky EA, Turovskaya MV, Dolgacheva LP, Zinchenko VP, Dynnik VV Acetylcholine promotes Ca2 +
and NO-oscillations in adipocytes implicating Ca2+→NO→cGMP→cADP-ribose→Ca2 + positive
feedback loop. Modulatory effects of norepinephrine and atrial natriuretic peptide. Plos One 8: 1–18
66. Turovsky EA, Kaimachnikov NR, Zinshenko VR (2014) Agonist-specific participation of SOC and ARC
channels and iPLA2 in the regulation of Ca2 + entry during oscillatory responses in adipocytes.
Biochemistry (Moscow) Suppl series 8:136–143
67. Turovsky EA, Zinchenko VP, Kaimachnikov NP (2019) Attenuation of calmodulin regulation evokes
Ca2 + oscillations: evidence for the involvement of intracellular arachidonate-activated channels and
connexons. Mol Cell Biochem 456:191–204
68. Turovsky EA, Kaǐmachnikov NP, Turovskaya MV, Berezhnov AV, Dynnik VV, Zinchenko VP (2011) Two
mechanisms of calcium oscillations in adipocytes. Biochemistry (Moscow) Suppl series 28:463–472
69. Chang JC, Hsu SH, Su HL (2009) The regulation of the gap junction of human mesenchymal stem
cells through the internalization of quantum dots. Biomaterials 30:1937–1946
70. Sauer H, Sharifpanah F, Hatry M, Steffen P, Bartsch C, Heller R, Padmasekar M, Howaldt
71. Bein HP, Wartenberg G M (2011) NOS inhibition synchronizes calcium oscillations in human adipose
tissue-derived mesenchymal stem cells by increasing gap-junctional coupling. J Cell Physiol
226:1642–1650
72. Thomas AP, Bird GS, Hajnóczky G, Robb-Gaspers LD, Putney JW (1996) Spatial and temporal aspects
of cellular calcium signaling. FASEB J 10:1505–1517
73. Keizer J, Levine L (1996) Ryanodine receptor adaptation and Ca2+(-)induced Ca2 + releasedependent Ca2 + oscillations. Biophys J 71:3477–3487
74. Ghandour RA, Giroud M, Vegiopoulos A, Herzig S, Ailhaud G, Amri E, Pisani DF (2016) IP-receptor and
PPARs trigger the conversion of human white to brite adipocyte induced by carbaprostacyclin.
Biochim Biophys Acta 1861:285–293
75. Dolgacheva LP, Turovskaya MV, Dynnik VV, Zinchenko VP, Goncharov NV, Davletov B, Turovsky EA
(2016) Angiotensin II activates different calcium signaling pathways in adipocytes. Arch Biochem
Biophys 593:38–49
Page 22/33

76. Chen J, Li, Li Y, Liang X, Sun Q, Yu H, Zhong J, Ni Y, Chen J, Zhao Z et al (2015) Activation of TRPV1
channel by dietary capsaicin improves visceral fat remodeling through connexin43-mediated Ca2 +
Influx. Cardiovascular Diabetology 14:1–14
77. Zhu Y, Gao Y, Tao C, Shao M, Zhao S, Huang W, Yao T, Johnson JA, Liu T, Cypess AM et al (2016)
Connexin 43 mediates white adipose tissue beiging by facilitating the propagation of sympathetic
neuronal signals. Cell Metab 24:420–433
78. Kim SN, Kwon HJ, Im SW, Son YH, Akindehin S, Jung YS, Lee SJ, Rhyu IJ, Kim IY, Seong JK et al
(2017) Connexin 43 is required for the maintenance of mitochondrial integrity in brown adipose
tissue. Sci Rep 7:7159
79. Kwon HJ, Kim SN, Kim YA, Lee YH (2016) The contribution of arachidonate 15-lipoxygenase in tissue
macrophages to adipose tissue remodeling. Cell death disease 7:e2285
80. Mailloux RJ, Harper ME (2011) Uncoupling proteins and the control of mitochondrial reactive oxygen
species production. Free Radical Biol Med 51:1106–1115
81. Armani A, Berry A, Cirulli F, Caprio M (2017) Molecular mechanisms underlying metabolic syndrome:
the expanding role of the adipocyte. FASEB J 31:4240–4255
82. Shen WJ, Yu Z, Patel S, Jue D, Liu LF, Kraemer FB (2011) Hormone-sensitive lipase modulates
adipose metabolism through PPARγ. Biochim Biophys Acta 1811:9–16
83. Osuga J, Ishibashi S, Oka T, Yagyu H, Tozawa R, Fujimoto A, Shionoiri F, Yahagi N, Kraemer FB,
Tsutsumi O, Yamada N (2000) Targeted disruption of hormone-sensitive lipase results in male
sterility and adipocyte hypertrophy, but not in obesity. Proc Natl Acad Sci USA 97:787–711
84. Fortier M, Wang SP, Mauriege P, Semache M, Mfuma L, Li H, Levy E, Richard D, Mitchell GA (2004)
Hormone-sensitive lipase-independent adipocyte lipolysis during beta-adrenergic stimulation, fasting,
and dietary fat loading. Am J Physiol Endocrinol Metab 287:282–288
85. Sekiya M, Osuga JI, Okazaki H, Yahagi N, Harada K, Shen WJ, Tamura Y, Tomita S, Iizuka Y, Ohashi K
et al (2004) Absence of hormone-sensitive lipase inhibits obesity and adipogenesis in Lepob/ob
mice. J Biol Chem 279:15084–15090
86. Haemmerle G, Zimmermann R, Hayn M, Theussl C, Waeg G, Wagner E, Sattler W, Magin TM, Wagner
EF, Zechner R (2002) Hormone-sensitive lipase deficiency in mice causes diglyceride accumulation in
adipose tissue, muscle, and testis. J Biol Chem 277:4806–4815
87. Zimmermann R, Strauss JG, Haemmerle G, Schoiswohl G, Birner-Gruenberger R, Riederer M, Lass A,
Neuberger G, Eisenhaber F, Hermetter A, Zechner R (2004) Fat mobilization in adipose tissue is
promoted by adipose triglyceride lipase. Science 306:1383–1386
88. Schweiger M, Schreiber R, Haemmerle G, Lass A, Fledelius C, Jacobsen P, Tornqvist H, Zechner R,
Zimmermann R (2006) Adipose triglyceride lipase and hormone-sensitive lipase are the major
enzymes in adipose tissue triacylglycerol catabolism. J Biol Chem 281:40236–40241
89. Kurylowicz A (2019) Role of sirtuins in adipose tissue development and metabolism, adipose tissue an update. IntechOpen
Page 23/33

90. Sanders BD, Jackson B, Marmorstein R (2010) Structural basis for sirtuin function: What we know
and what we don’t. Biochem Biophys Acta 1804:1604–1616
91. Haigis MC, Sinclair DA (2010) Mammalian sirtuins: biological insights and disease relevance. Ann
Rev Pathol 5:253–295
92. Sun X, Huang K, Haiming X, Lin Z, Yang Y, Zhang M, Liu P, Huang H (2020) Connexin 43 prevents the
progression of diabetic renal tubulointerstitial fibrosis by regulating the SIRT1-HIF-1α signaling
pathway. Clin Sci (Lond) 134:1573–1592
93. Kurylowicz A, Owczarz M, Polosak J, Jonas MI, Lisik W, Jonas M et al (2016) Sirt1 and sirt7
expression in adipose tissues of obese and normal-weight individuals is regulated by microRNAs but
not by methylation status. Int J Obesity 40:1635–1642
94. Jing E, Gesta S, Kahn CR (2007) Sirt2 regulates adipocyte differentiation through FoxO1 acetylation/
deacetylation. Cell Metab 6:105–114
95. Picard F, Kurtev M, Chung N, Topark-Ngarm A, Senawong T, Machado De Oliveira R et al (2004)
Sirt1promotes fat mobilization in whiteadipocytes by repressing PPAR-gamma. Nature 429:771–776
96. Puri N, Sodhi K, Haarstad M, Kim DH, Bohinc S, Foglio E et al (2012) Hemeinduced oxidative stress
attenuates sirtuin1 and enhances adipogenesis inmesenchymal stem cells and mouse
preadipocytes. J Cell Biochem 113:1926–1935
97. Zhou Y, Zhou Z, Zhang W, Hu X, Wei H, Peng J et al (2015) Sirt1 inhibits adipogenesis and promotes
myogenic differentiation in C3H10T1/2 pluripotent cells by regulating Wnt signaling. Cell Biosci 5:61
98. Hou X, Xu S, Maitland-Toolan KA, Sato K, Jiang B, Ido Y et al (2008) Sirt1 regulates hepatocyte lipid
metabolism through activating AMP-activated protein kinase. J Biol Chem 283:20015–20026
99. Parihar P, Solanki I, Mansuri ML, Parihar MS (2015) Mitochondrial sirtuins: emerging roles in
metabolic regulations, energy homeostasis and diseases. Exp Gerontol 61:130–141
100. Wu YT, Chi KT, Lan YW, Chan JC, Ma YS, Wei YH (2018) Depletion of Sirt3 leads to the impairment of
adipogenic differentiation and insulin resistance via interfering mitochondrial function of adiposederived human mesenchymal stem cells. Free Radical Res 52:1398–1415
101. Yoshizaki T, Milne JC, Imamura T, Schenk S, Sonoda N, Babendure JL et al (2009) Sirt1 exerts antiinflammatory effects and improves insulin sensitivity in adipocytes. Mol Cell Biol 29:1363–1374
102. Yoshizaki T, Schenk S, Imamura T, Babendure JL, Sonoda N, Bae EJ et al (2010) Sirt1 inhibits
inflammatory pathways in macrophages and modulates insulin sensitivity. Am J Physiol
Endocrinology Metabolism 298:419–428
103. Livingstone C, Borai A (2014) Insulin-like growth factor-II: its role in metabolic and endocrine disease.
Clin Endocrinol (Oxf) 80:773–781
104. Gallagher EJ, LeRoith D (2011) Minireview: IGF, insulin, and cancer. Endocrinology 152:2546–2551
105. Haselbacher G, Humbel R (1982) Evidence for two species of insulin-like growth factor II (IGF II and
"big" IGF II) in human spinal fluid. Endocrinology 110:1822–1824

Page 24/33

106. Jeyaratnaganthan N, Hojlund K, Kroustrup JP (2010) Circulating levels of insulin-like growth factorII/mannose-6-phosphate receptor in obesity and type 2 diabetes. Growth Horm IGF Res 20:185–191
107. Xuan L, Ma J, Yu M, Yang Z, Huang Y, Guo C, Lu Y, Yan L, Shi S (2019) Insulin-like growth factor 2
promotes adipocyte proliferation, differentiation and lipid deposition in obese type 2 diabetes. J
Transl Sci 6:1–7
108. Kessler SM, Laggai S, Van Wonterg E (2016) Transient hepatic overexpression of insulin-like growth
factor 2 induces free cholesterol and lipid droplet formation. Front Physiol 7:147
109. Da Costa TH, Williamson DH, Ward A, Bates P, Fisher R et al (1994) High plasma insulin-like growth
factor-II and low lipid content in transgenic mice: measurements of lipid metabolism. J Endocrinol
143:433–439

Figures

Figure 1
Ca2+ signals of white adipocytes to the application of calcium-free (Ca2+-free) medium. А – The Ca2+free induces the generation of various Ca2+ responses: transient in 32% of adipocytes, Ca2+ oscillations
without a lag-phase in 45% of adipocytes, and Ca2+ oscillations with a lag-phase in 23% of adipocytes.
Recovery of the extracellular Ca2+ concentration to a standard level (+1.2 mM Ca2+) does not induce
changes in the Ca2+ dynamics of adipocytes. Averaged Ca2+ signals obtained from 15 adipocytes in one
experiment for each curve (n = 15) are shown. The experiment was performed in 6 repetitions (N = 6) on
three separate cell cultures. В – Repeated application of Ca2+ -free to the culture of white adipocytes
(after a 30-minute period of the cell culture recovery) leads to the generation of Ca2+ signals similar in
shape and amplitude. Ca2+ signals of single adipocytes are presented.
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Figure 2
Effect of connexin and pannexin hemichannels blockers on the generation of Ca2+ -signals iny white
adipocytes to the application of Ca2+ -free. А, В – Effects of connexin (Carbenoxolone, CBX, 100 µM or
Octanol, 1mM) and pannexin (Probenecid, PROB, 1mM) hemichannels blockers on the Ca2+ -oscillation
(A) and Ca2+ -transients (B) of white adipocytes upon application of Ca2+ -free. Between the first and
second application of Ca2+-free there was a 30 minutes pause in the Ca2+ -dynamics registration
(recording). C – Cell knockdown of Cx-43 hemichannels completely suppresses Ca2+ oscillations and
significantly suppresses the amplitude of Ca2+ transients in white adipocytes upon application of Ca2+ free. NE - application of 1µM norepinephrine, an adrenergic receptor agonist. D – Effect of the
investigated blockers on the amplitude of Ca2+ oscillations and transients upon repeated Ca2+ -free
application. The amplitude of the Ca2+ -response to the first application of Ca2+ -free is taken as 100%.
Abbreviators: CBX - Carbenoxolone, 100 µM, Octanol, 1mM and Proadifen, 100 µM an blockers of
connexin hemichannels, 10Panx, 100 µM and Probenecid, 1 mM - an blockers of pannexin hemichannels,
Cx-43-gene-KD-Cx43 using Gja1 siRNA, 2 response - the amplitude of Ca2+-responses to Ca2+- free
application without inhibitors.
Page 26/33

Figure 3
Opening of connexin hemichannels in response to Ca2+-free (Zero Ca2+). А, B – Representative images
(A) and summary data (B) of CBF fluorescence in cultured белых адипоцитах illustrating background
dye loading (Control) and intracellular CBF accumulation (loading) in response to Ca2+-free (Control +
Zero Ca2+) in the absence of inhibitors and presence of CBX (100 µM), 10Panx (100 µM) and Gap-26
(Mimetic peptide, Gap26, 100 µM, an Cx43 blocking peptide) and conditions of Cx43 gene knock-down
using Gja1 siRNA (Cx-43-KD).
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Figure 4
Secretion of ATP-containing vesicles by white adipocytes in response to Ca2+ -free application. Effects of
secretion inhibitors, knockdown of Cx-43 and Ca2+ chelator on the vesicular secretion. А, D – Images of
the near-membrane localization of ATP-containing vesicles stained with quinacrine, obtained using TIRF
microscopy before and after application of Ca2+-free (+ Ca2+-free) to control white adipocytes (A) and
cells with Cx-43 knockdown (Cx-43-KD) (D). A single white adipocyte is presented. В – Dynamics of ATPPage 28/33

containing vesicle secretion obtained using TIRF microscopy, reflecting increased secretion (decrease in
quinacrine fluorescence) upon application of Ca2+-free in control (black curves) and with 50 ng/ml TeNT
(red curves), an inhibitor of Ca2+-dependent vesicular fusion. С – Effect of preincubation of white
adipocytes for 40 minutes with 50 µM of Ca2+-chelator, BAPTA-AM on Ca2+-free induced Ca2+oscillations of white adipocytes. Shown is typical Ca2+ -responses of white adipocytes. Е – Summary
data illustrating the peak frequency of Ca2+-free-induced fusion of ATP-containing vesicles recorded in
white adipocytes without stimuli (Control), with Ca2+-free application and Ca2+-free with 50 ng/ml
Tetanus toxin (TeNT), an inhibitor of Ca2+-dependent vesicular fusion, 1 µM Baﬁlomycin A1 (BafA), a
vacuolar ATPase inhibitor, 50 µM BAPTA-AM (BAPTA), an Са2+-chelator, Cx-43-KD – Cx43 gene knockdown using Gja1 siRNA. Statistical analyses were performed by paired t-test. Significance between
groups means ** – p <0.01 and *** – p <0.001.
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Figure 5
Mechanisms underlying Ca2+-responses of white adipocytes to decreases in external Ca2+. A –
Application of 10 µM ATP induces the generation of Ca2+-oscillations without changing the baseline of
[Ca2+]i level in 22±16% of adipocytes (2) and with an increased baseline of [Ca2+]i level in 47±11% of
adipocytes (3), while in 31±11% of adipocytes Ca2+-signals are absent. В – Application of apyrase
(apyrase, 35 units/ml), an enzyme that hydrolyzes ATP, against the background of Ca2+-free induced
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Ca2+-oscillations leads to their rapid and complete inhibition. С – Са2+-free-induced Ca2+-rises are
prevented by discharge of the TG-dependent stores with 10 µМ thapsigargin (TG). D, E, F – Ca2+-signals
to the application of Ca2+-free are completely suppressed by PLC (U73122, 10 µM, D) and IP3R (XeC,
Xestospongin C, 1 µM, E) inhibitors and do not depend on RyR inhibition (Rya, Ryanodine, 10 µM, F). G –
Ca2+-free-induced Ca2+-oscillations of white adipocytes are suppressed by the P2Y1-receptor antagonist
- MRS-2179 (30 µM), but Ca2+-signals have the transient shapes. H – Ca2+-signals of white adipocytes
for application of Ca2+-free are completely suppressed in the presence of suramin, an uncoupler of Gproteins and an antagonist of P2X- and P2Y-receptors.
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Figure 6
Ca2+-oscillations induced by Ca2+-free application activate the lipolysis process and correlate with
changes in the expression of key genes in white adipose tissue. А, В – Control (A) white adipocytes and
cells with Cx43 gene knock-down using Gja1 siRNA (Cx-43-KD, B) were exposed to Ca2+-free for 1 hour
and then returned to a CO2-incubator for 24 hours. In Figure B - black curve (+ CBX) Ca2+-free application
was performed with 100 µM CBX. С – Effects of Сa2+-free on the expression of genes in white
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adipocytes + CBX and Cx43 gene knock-down cells (Cx-43-KD) через 24 часа. All values are given as
mean ± SEM. Gene expression level was normalized to reference gene Gapdh and was presented relating
control (adipocytes were not exposed to Ca2+-free), that was considered as 1 (dashed line). D – Effect of
Ca2+-free on the accumulation of lipid droplets in control white adipocytes (Control, without Ca2+-free),
after 1 hour of Ca2+-free exposure in control (+ Ca2+-free) and the presence of 100 µM CBX (CBX + Ca2+free ), as well as in Cx43 gene knock-down cells (Cx-43-KD + Ca2+-free).
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