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Fig. S1. 
The genotype profiles of amplification products of PCR-based markers in qFOL1.2 by capillary electrophoresis on a MCE202 MultiNA. 
“A” indicates the genotype of ‘VI185’. “B” indicates the genotype of ‘ShinanoGreen’. “C” indicates the genotype other than “A” or “B”. “N. D.” indicates No Band. “M” indicates ladder marker. 
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Start End

1 Lsat_1_v5_gn_1_86281.1 116475852 116477323 Cysteine-type endopeptidase, putative Nucleotide substitution

2 Lsat_1_v5_gn_1_86261.1 116497984 116498307 Expressed protein Amino acid substitution

3 Lsat_1_v5_gn_1_86240.1 116506609 116507589 F-box containing protein, putative Amino acid substitution

4 Lsat_1_v5_gn_1_86180.1 116579803 116581004 F-box containing protein, putative Amino acid substitution

5 Lsat_1_v5_gn_1_86140.1 116765592 116768394 F-box containing protein, putative Amino acid substitution and deletion in VI185

6 Lsat_1_v5_gn_1_85820.1 116902452 116903739 F-box containing protein, putative Amino acid substitution

7 Lsat_1_v5_gn_1_86520.1 116985689 116987494 Expressed protein Identical

8 Lsat_1_v5_gn_1_86540.1 116999625 117001612 Glycerol-3-phosphate acyltransferase, putative Amino acid substitution

9 Lsat_1_v5_gn_1_86560.1 117062420 117062605 Expressed protein Deletion in VI185

10 Lsat_1_v5_gn_1_86621.1 117136701 117138501 Heat shock 70kDa protein, putative Deletion in VI185

11 Lsat_1_v5_gn_1_86641.1 117157756 117159060 Interleukin-1 receptor-associated kinase family protein, putative Amino acid substitution

12 Lsat_1_v5_gn_1_86661.1 117160128 117164102 Callose synthase, putative Amino acid substitution

13 Lsat_1_v5_gn_1_86700.1 117187720 117192747 Coatomer subunit epsilon-1, putative Nucleotide substitution

14 Lsat_1_v5_gn_1_86720.1 117193989 117194159 Expressed protein Identical

15 Lsat_1_v5_gn_1_86760.1 117236204 117238209 Alanine transaminase, putative Identical

16 Lsat_1_v5_gn_1_86780.1 117252834 117257462 Expressed protein Amino acid substitution

17 Lsat_1_v5_gn_1_86800.1 117448920 117451475 Interleukin-1 receptor-associated kinase family protein, putative Amino acid substitution

18 Lsat_1_v5_gn_1_86860.1 117549605 117591316 Interleukin-1 receptor-associated kinase family protein, putative Identical

19 Lsat_1_v5_gn_1_86960.1 117770813 117772344 Expressed protein Identical

20 Lsat_1_v5_gn_1_86980.1 117796213 117801943 UDP-arabinose 4-epimerase, putative Nucleotide substitution

21 Lsat_1_v5_gn_1_87001.1 117862037 117864153 Expressed protein Amino acid substitution

22 Lsat_1_v5_gn_1_87081.1 117908604 117910850 Expressed protein Amino acid substitution

23 Lsat_1_v5_gn_1_90981.1 117975058 117977371 Interleukin-1 receptor-associated kinase family protein, putative Identical
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