Supplementary Information
Supplementary Figure Legends
Figure S1. IFI6 expression in ESCC cells transfected with IFI6 construct or IFI6-ShRNA and its prognostic value in ESCC. Generation of ESCC cell lines stably expressing IFI6-ShRNA.
A. Plots visualizing the Kaplan-Meier analysis and log-rank test for ESCC patients from the TCGA database separated into groups with high or low expression levels of IFI6. Statistical significance was determined via the log-rank test.
BA. mRNA levels of IFI6, as measured by qRT-PCR, in two ESCC cell lines after shRNA-mediated depletion of IFI6. Data were normalized to the expression of IFI6 in ShControl cells and are presented as the means and SDs (n=3). Statistical significance was determined by a two-tailed Student’s t-test. ***P<0.005.
[bookmark: _Hlk35986372]CB. Representative immunoblot showing IFI6 protein levels in Eca109 and TE-1 cells after shRNA-mediated depletion of IFI6. GAPDH was used as the loading control.
D-E. Eca109 or TE-1 cells were transfected with IFI6 or empty vector and selected in medium containing G418. qRT-PCR (D) and immunoblotting (E) were performed to validate the overexpression efficiency. GAPDH was used as the loading control. Data were normalized to the expression of IFI6 in OEControl cells and are presented as the means and SDs (n=3). Statistical significance was determined by a two-tailed Student’s t-test. ***P<0.005.
Figure S2. IFI6 overexpression promotes cell proliferation, inhibits apoptosis and ameliorates oxidative stress in ESCC.
A-B. Representative images (A) and statistical quantification (B) of EdU staining in ESCC cell lines transfected with IFI6-plasmic (IFI6OE) or empty vector (OEControl). EdU: red, Hoechst 33342: blue. The data are presented as the means and SDs (n=3). Scale bar: 20 μm. Statistical significance was determined by two-tailed Student’s t-test. ***P<0.005.
C. Representative images (upper) and statistical quantification (lower) of apoptotic and necrotic cell populations in ESCC cell lines, as determined by Annexin-V FITC/PI staining and flow cytometry. Cells with a FITC- and PI- signature were considered viable. Cells with a FITC+ and PI- or a FITC+ and PI+ signature were considered nonviable. The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
D. Representative images (upper) and statistical quantification (lower) of ROS production assay results in ESCC cells. The indicated cells were stained with carboxy-H2DCFDA and observed under a fluorescence microscope. H2DCFDA: green, Hoechst 33342: blue. Scale bar: 20 μm. The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
Figure S3. ROS accumulation is responsible for the IFI6 silencing-induced reduction in cell viability.
A. Representative images (left) and statistical quantification (right) of EdU staining in the indicated TE-1 cells preincubated with different ROS inhibitors. EdU: red, Hoechst 33342: blue. Scale bar: 20 μm. The data are presented as the means and SDs (n=3). Statistical significance was determined by one-way ANOVA. ***P<0.005.
B. Representative images (left) and statistical quantification (right) of the apoptosis assay results in TE-1 cells, as indicated by the mitochondrial membrane potential. The indicated cells were stained with JC-1 after preincubation with different ROS inhibitors. Cells stained with JC-1 are visible as either green (J-monomers) or red (J-aggregates) fluorescence. The apoptosis rate was calculated as the ratio of JC-1 aggregates to JC-1 monomers. Scale bar: 20 μm. The data are presented as the means and SDs (n=3). Statistical significance was determined by one-way ANOVA. ***P<0.005.
Figure S4. The expression level of IFI6 does not affect the expression of individual respiratory complexes.
[bookmark: _Hlk43321762]A-B. Eca109 or TE-1 cells were transfected with IFI6 or empty vector and selected in medium containing G418. qRT-PCR (A) and immunoblotting (B) were performed to validate the overexpression efficiency. GAPDH was used as the loading control. Data were normalized to the expression of IFI6 in OEControl cells and are presented as the means and SDs (n=3). Statistical significance was determined by a two-tailed Student’s t-test. ***P<0.005.
C.A. Immunoblot of NCLX, VDAC1, MCU and GAPDH expression in ESCC cells with stable IFI6 knockdown.
D. B. mRNA levels of NCLX, VDAC1 and MCU in the indicated ESCC cells as measured via qRT-PCR. The data are presented as the means and SDs (n=3).
Figure S5. IFI6 modulates mitochondrial ATP production and the oxidative phosphorylation efficiency.
A. Representative plots (upper) and quantitative results (bottom) of the cellular OCR, basal and maximal respiration rates in the different groups. The indicated ESCC cells were subjected to extracellular flux analysis in the Seahorse XF instrument. The arrows and dotted lines indicate the addition of Oligo (oligomycin) (1 μM), FCCP (Carbonyl cyanide 4-(trifluoromethoxy) phenylhydrazone) (0.5 μM) and Rot&AMA (Rotenone and Antimycin A) (0.5 μM each). The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
B. Representative plots (upper) and quantitative results (bottom) of the real-time ECAR, glycolysis and glycolytic capacity assays in the indicated ESCC cells. The ECAR was determined following sequential addition of glucose (10 mM), oligomycin (1 μM) and 2-DG (100 mM). Glycolysis was measured by subtracting the ECAR after glucose addition from the ECAR before glucose addition. The glycolytic capacity was calculated by subtracting the ECAR after oligomycin treatment from the ECAR before glucose addition. The data are presented as the means and SDs (n=3). Statistical significance was determined by a two-tailed Student’s t-test.
C. Representative plots (upper) and quantitative results (bottom) of the complex I-dependent OCR in the different groups. Pyruvate (Pyr) (5 mM) and malate (Mat) (5 mM) were added to digitonin (Dig)-permeabilized cells, and the OCR was monitored. The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
D. Representative plots (upper) and quantitative results (bottom) of the complex III-dependent OCR in the different groups. Rotenone was added to digitonin-permeabilized cells to inhibit complex I, after which G3P (5 mM) was added, and the OCR was monitored. The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
E. Representative plots (upper) and quantitative results (bottom) of the complex II-, and complex IV-dependent OCRs in the different groups. Rotenone (1 µM) was added to inhibit complex I; succinate (Suc) (5 mM), Antimycin (AMA) (1 µM) and TMPD/ascorbate (500 µM and 5 mM, respectively) were then added to digitonin-permeabilized cells, and the OCR was monitored. The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
Figure S6. IFI6 modulates mitochondrial ROS production and OXPHOS efficiency by regulating mitochondrial supercomplex assembly.
A. Mitochondrial proteins extracted from the indicated ESCC cells were solubilized with digitonin and subjected to BN-PAGE followed by immunoblotting. Mitochondrial supercomplexes were first visualized by incubation with antibodies against complex I (CI, NDUFB8), and the membrane was then stripped and reprobed with antibodies against complex III (CIII, RISP). The membrane was then sequentially probed with antibodies against complex IV (CIV, COXIV), complex II (CII, SDHA) and complex V (CV, ATPB).
B-C. Quantitative results for experiments shown in A. Data are presented as mean and SD (n=3). Statistical significance was determined by two-tailed student’s t-test. **P<0.01.
Figure S7. IFI6 modulates mitochondrial ROS production and OXPHOS efficiency by regulating mitochondrial supercomplex assembly.
A. Representation (left) and statistical analysis (right) of the Endoplasmic reticulum Ca2+ in the indicated ESCC cells. Endoplasmic reticulum-targeted aequorin was exploited to monitor dynamic changes in free Ca2+ concentration in ER. The fluorescence intensity at each time point was recorded with an integrated spectrofluoromete. The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
B. Representation (left) and statistical analysis (right) of the Endoplasmic reticulum Ca2+ in the indicated ESCC cells. Endoplasmic reticulum-targeted aequorin was exploited to monitor dynamic changes in free Ca2+ concentration in ER. The fluorescence intensity at each time point was recorded with an integrated spectrofluoromete. The data are presented as the means and SDs (n=3). Statistical significance was determined by two-tailed Student’s t-test. **P<0.01.
Supplementary Tables
Supplementary Table S1. Association between IFI6 protein levels and several clinical characteristics in 83 cases of ESCC in the immunohistochemistry cohort.
	Demographic and Clinical Parameters
	IFI6 Expression
	P-value

	
	Low
	High
	

	Sex
	 
	 
	 

	   Male
	22
	32
	0.1667

	   Female
	17
	12
	

	Age
	 
	 
	 

	   ≤60
	13
	15
	0.9999

	   >60
	26
	29
	

	Differentiation
	 
	 
	 

	   G1
	21
	12
	0.0211

	   G2
	13
	17
	

	   G3
	5
	15
	

	T stage
	 
	 
	 

	   T1
	15	
	8
	0.0141

	   T2
	16
	14
	

	   T3/T4
	8
	22
	

	N stage
	 
	 
	 

	   N0
	19
	11
	0.0805

	   N1
	11
	18
	

	   N2/3
	9
	15
	

	TNM Stage
	 
	 
	 

	   I
	18
	8
	0.0189

	   II
	13
	19
	

	  III/IV
	8
	17
	


Statistical analysis was performed using Chi-squared test. P-values<0.05 were considered significant.


Supplementary Table S2. Univariate and Multivariate Cox regression analysis for overall survival in 83 ESCC patients from immunohistochemistry cohort.
	Variables
	Overall survival

	
	
Univariate analysis             Multivariate analysis


	
	HR (95%CI)
	P-value
	HR (95%CI)
	P-value

	T classification
	
	　
	
	　

	T1-T2; T3-T4
	2.643(1.529-3.927)
	0.001
	1.894(1.103-3.442)
	0.022

	G classification
	
	
	
	

	G1; G2-G3
	1.902(1.351-2.892)
	0.003
	1.143 (0.846-1.695)
	0.511

	TNM stage
	
	
	
	

	Ⅰ-Ⅱ;Ⅲ-Ⅳ
	2.131(1.246-3.072)
	0.001
	2.216(1.127-4.322)
	0.023

	IFI6 level
	
	
	
	

	High;low
	2.491(1.806-4.145)
	<0.001
	2.264(1.395-3.406)
	0.001


P-values<0.05 were considered significant.

Supplementary Table S3. Clinicopathological features of ESCC patients in the qRT-PCR cohort.

	
	n = 23
n (%)

	Age
Median (range)
	
63 (53-77)

	Sex
Male 
Female
	
18 (78.3)
5 (21.7)

	Tumor Location
Upper
Middle
Lower
	
5 (21.7)
8 (34.8)
10 (43.5)

	pT
1
2
3
4
	 
8 (34.5)
12 (52.2)
3 (13.1)
0 (0)

	pN
0
1
2
3
	
10 (43.5)
7 (30.4)
5 (21.7)
1 (4.3)

	pM
0
1
	
23 (100)
0 (40)

	TNM Stage
I
II
III
IV
	
7 (30.4)
10 (43.5)
4 (17.4)
2 (8.7)




Supplementary Table S4. Primers used for quantitative real-time PCR.
	Primer
	Sequence (From 5′ to 3′)

	IFI6-plus
IFI6-minus
	CTCTTCACTTGCAGTGGGGT
TGCTGGCTACTCCTCATCCT

	GAPDH-plus
GAPDH-minus
	GAAAGCCTGCCGGTGACTAA
TTCCCGTTCTCAGCCTTGAC

	VDAC1-plus
VDAC1-minus 
NCLX-plus
NCLX-minus 
	CAGTGGTAGACTCGGGGAGA
AGACAACAGAAGAAGGATGAGGTT
TTCCAGTTGAGAGATGGCGG
AGGTCCATTTCTGCCTGAGC

	MCU-plus
MCU-minus
ATF3-plus
ATF3-minus
	TTCCAGTTGAGAGATGGCGG 
AGGTCCATTTCTGCCTGAGC
GACCAACCATGCCTTGAGGA
GGATGGCAAACCTCAGCTCT

	ATF4-plus
ATF4-minus
ATF6-plus
ATF6-minus
XBP1s-plus
XBP1s-minus
PDI-plus
PDI-minus
	GTTTTGGATTGGTGGGGTGC
GTATTTGCCCCTCCCTGCTT
CAGCAGGAACTCAGGGAGTG
AATGTGTCTCCCCTTCTGCG
CTGAGTCCGCAGCAGGTG
TCTGCTATCCTCCAGGCAGT
ACGTGCTGCAGTACTTTGGA
GGTCTTAACTGGCCGCTGAT

	BiP-plus
BiP-minus
NOX1-plus
NOX1-minus
	GAACGTCTGATTGGCGATGC
GAGTCGAGCCACCAACAAGA
GAACTCTTGGGGTAGGTGTGTGTT
CGGCTGCAAAACCCAAGGAT

	NOX2-plus
NOX2-minus
NOX3-plus
NOX3-minus
NOX4-plus
NOX4-minus
NOX5-plus
NOX5-minus
	TGTCAAGTGCCCAAAGGTGT
CCCAACGATGCGGATATGGA
TCGGATTGTTCGAGGCCAAA
CTGCTGCTGGGGTGATTGTA
CAGTCTTTGACCCTCGGTCC
TGATCCTCGGAGGTAAGCCA
CTGAAGGCTGTAGAGGCACC
AGTCGAAGTTGAGGCACTGG




Supplementary Table S5. Oligonucleotides used for silencing the expression of target genes.
	Target Gene
	Sequence (From 5′ to 3′)

	IFI6 #1
IFI6 #2
ATF3 #1
ATF3 #2
NOX4 #1
	TTCTTCCTTCTTGGCCTAACT
GCTATTCACAGATGCGAACAT
GTTGTGCTTTCTAGCAAATAT
CTTCATCGGCCCACGTGTATT
GAGCCTCAGCATCTGTTCTTA

	NOX4 #2                              
	CAGAGTTTACCCAGCACAAAT



Supplementary Table S6. The 167 mRNAs predicted to be coexpressed with IFI6 in all four GEO datasets.
	Gene Symbol
	GSE20347
	GSE23400
	GSE45670
	GSE75241
	Mean

	ATF3
	-0.563 
	-0.542 
	-0.560 
	-0.780 
	-0.611 

	P2RX2
	-0.545 
	-0.490 
	-0.566 
	-0.804 
	-0.601 

	NOX4
	-0.536 
	-0.530 
	-0.504 
	-0.807 
	-0.594 

	RPTOR
	-0.701 
	-0.435 
	-0.525 
	-0.679 
	-0.585 

	BCAS3
	-0.491 
	-0.437 
	-0.677 
	-0.730 
	-0.584 

	PENK
	-0.529 
	-0.504 
	-0.527 
	-0.774 
	-0.583 

	TLR2
	-0.596 
	-0.554 
	-0.529 
	-0.619 
	-0.575 

	UCP3
	-0.480 
	-0.488 
	-0.591 
	-0.735 
	-0.574 

	BMP2
	-0.561 
	-0.521 
	-0.458 
	-0.749 
	-0.572 

	GAS2L1
	-0.543 
	-0.469 
	-0.487 
	-0.774 
	-0.569 

	SOD3
	-0.525 
	-0.515 
	-0.479 
	-0.748 
	-0.567 

	TRH
	-0.556 
	-0.484 
	-0.449 
	-0.778 
	-0.567 

	CYBA
	-0.536 
	-0.501 
	-0.480 
	-0.741 
	-0.564 

	CHRNA7
	-0.601 
	-0.417 
	-0.535 
	-0.701 
	-0.564 

	MARS1
	-0.619 
	-0.422 
	-0.451 
	-0.756 
	-0.562 

	FADS1
	-0.513 
	-0.492 
	-0.436 
	-0.781 
	-0.555 

	RRAGA
	-0.441 
	-0.399 
	-0.590 
	-0.783 
	-0.553 

	GPX7
	-0.463 
	-0.467 
	-0.472 
	-0.811 
	-0.553 

	FUNDC1
	-0.527 
	-0.453 
	-0.497 
	-0.734 
	-0.553 

	TBC1D5
	-0.557 
	-0.466 
	-0.430 
	-0.753 
	-0.552 

	PRDX2
	-0.510 
	-0.470 
	-0.565 
	-0.660 
	-0.551 

	GPX1
	-0.522 
	-0.468 
	-0.445 
	-0.769 
	-0.551 

	PCK2
	-0.519 
	-0.479 
	-0.500 
	-0.702 
	-0.550 

	GBA
	-0.577 
	-0.494 
	-0.580 
	-0.548 
	-0.550 

	ERP27
	-0.544 
	-0.487 
	-0.488 
	-0.669 
	-0.547 

	NFE2L1
	-0.528 
	-0.411 
	-0.501 
	-0.745 
	-0.546 

	GCGR
	-0.473 
	-0.463 
	-0.467 
	-0.774 
	-0.544 

	EIF2AK3
	-0.508 
	-0.545 
	-0.515 
	-0.606 
	-0.543 

	PNPT1
	-0.504 
	-0.435 
	-0.598 
	-0.626 
	-0.541 

	DDIT3
	-0.494 
	-0.481 
	-0.406 
	-0.783 
	-0.541 

	FSTL1
	-0.461 
	-0.496 
	-0.561 
	-0.626 
	-0.536 

	NPPA
	-0.517 
	-0.475 
	-0.416 
	-0.732 
	-0.535 

	MYB
	-0.461 
	-0.478 
	-0.535 
	-0.667 
	-0.535 

	PYCR1
	-0.431 
	-0.415 
	-0.592 
	-0.695 
	-0.533 

	PRDX1
	-0.475 
	-0.523 
	-0.410 
	-0.713 
	-0.530 

	DSC2
	-0.518 
	-0.463 
	-0.466 
	-0.663 
	-0.528 

	FANCD2
	-0.504 
	-0.488 
	-0.519 
	-0.595 
	-0.526 

	MSRB3
	-0.613 
	-0.502 
	-0.466 
	-0.517 
	-0.524 

	SELENOS
	-0.451 
	-0.469 
	-0.432 
	-0.739 
	-0.523 

	SOD2
	-0.483 
	-0.430 
	-0.477 
	-0.701 
	-0.523 

	NFE2L2
	-0.525 
	-0.419 
	-0.499 
	-0.644 
	-0.522 

	GNPAT
	-0.479 
	-0.477 
	-0.407 
	-0.718 
	-0.520 

	PDIA2
	-0.464 
	-0.455 
	-0.424 
	-0.725 
	-0.517 

	GPX5
	-0.592 
	-0.396 
	-0.412 
	-0.668 
	-0.517 

	SNCA
	-0.506 
	-0.409 
	-0.466 
	-0.682 
	-0.516 

	STK24
	-0.583 
	-0.393 
	-0.467 
	-0.585 
	-0.515 

	ATP2A2
	-0.518
	-0.466
	-0.459
	-0.609
	-0.513

	TXNRD1
	-0.447
	-0.447
	-0.429
	-0.729
	-0.513

	PPP1R15A
	-0.521
	-0.393
	-0.48
	-0.654
	-0.512

	TMEM161A
	-0.486
	-0.4
	-0.512
	-0.646
	-0.511

	PARK7
	-0.477
	-0.395
	-0.455
	-0.709
	-0.509

	CTSV
	-0.541
	-0.463
	-0.464
	-0.564
	-0.508

	SIRT2
	-0.514
	-0.434
	-0.474
	-0.61
	-0.508

	BCL2L11
	-0.541
	-0.526
	-0.449
	-0.512
	-0.507

	BMPR2
	-0.598
	-0.358
	-0.479
	-0.589
	-0.506

	PDIA3
	-0.51
	-0.448
	-0.467
	-0.595
	-0.505

	ALB
	-0.63
	-0.441
	-0.426
	-0.519
	-0.504

	TGFB2
	-0.652
	-0.458
	-0.402
	-0.5
	-0.503

	KIAA1324
	-0.666
	-0.396
	-0.401
	-0.545
	-0.502

	PPARG
	-0.547
	-0.383
	-0.544
	-0.53
	-0.501

	ENY2
	0.469 
	0.458 
	0.438 
	0.635 
	0.500 

	DDX18
	0.593 
	0.389 
	0.425 
	0.597 
	0.501 

	IVNS1ABP
	0.614 
	0.419 
	0.457 
	0.518 
	0.502 

	DPP3
	0.519 
	0.401 
	0.484 
	0.608 
	0.503 

	ISG20L2
	0.506 
	0.429 
	0.490 
	0.587 
	0.503 

	NASP
	0.552 
	0.419 
	0.522 
	0.523 
	0.504 

	GTF2E1
	0.601 
	0.433 
	0.404 
	0.580 
	0.504 

	ATP2C1
	0.584 
	0.408 
	0.456 
	0.572 
	0.505 

	CCNA2
	0.502 
	0.379 
	0.451 
	0.687 
	0.505 

	CXCL1
	0.586 
	0.433 
	0.413 
	0.592 
	0.506 

	HJURP
	0.537 
	0.371 
	0.436 
	0.679 
	0.506 

	ASPM
	0.661 
	0.436 
	0.409 
	0.522 
	0.507 

	EFHD2
	0.551 
	0.397 
	0.458 
	0.622 
	0.507 

	TGS1
	0.605 
	0.466 
	0.447 
	0.514 
	0.508 

	PANX1
	0.535 
	0.381 
	0.412 
	0.704 
	0.508 

	LSM5
	0.545 
	0.460 
	0.408 
	0.623 
	0.509 

	SMC2
	0.582 
	0.365 
	0.454 
	0.638 
	0.510 

	COL1A1
	0.554 
	0.442 
	0.408 
	0.640 
	0.511 

	BIRC5
	0.546 
	0.370 
	0.420 
	0.708 
	0.511 

	NF1
	0.427 
	0.487 
	0.474 
	0.655 
	0.511 

	POLA2
	0.619 
	0.422 
	0.446 
	0.561 
	0.512 

	CDC25C
	0.612 
	0.413 
	0.473 
	0.558 
	0.514 

	CDC6
	0.559 
	0.422 
	0.421 
	0.654 
	0.514 

	CXCL11
	0.549 
	0.494 
	0.430 
	0.585 
	0.515 

	ZWINT
	0.517 
	0.406 
	0.459 
	0.678 
	0.515 

	CBX3
	0.472 
	0.501 
	0.410 
	0.679 
	0.516 

	MCM10
	0.461 
	0.535 
	0.429 
	0.637 
	0.516 

	RRP15
	0.532 
	0.502 
	0.407 
	0.631 
	0.518 

	KPNA2
	0.603 
	0.443 
	0.416 
	0.615 
	0.519 

	FGFR2
	0.682 
	0.397 
	0.510 
	0.508 
	0.524 

	FUS
	0.548 
	0.390 
	0.470 
	0.691 
	0.525 

	MTHFD2
	0.508 
	0.468 
	0.436 
	0.695 
	0.527 

	SNX10
	0.611 
	0.452 
	0.411 
	0.634 
	0.527 

	APOL1
	0.500 
	0.513 
	0.424 
	0.673 
	0.528 

	MKI67
	0.600 
	0.422 
	0.459 
	0.633 
	0.528 

	NCAPG
	0.478 
	0.372 
	0.537 
	0.730 
	0.529 

	C1orf112
	0.542 
	0.402 
	0.620 
	0.562 
	0.531 

	RRM2
	0.657 
	0.398 
	0.468 
	0.611 
	0.533 

	DNAJC9
	0.479 
	0.400 
	0.558 
	0.700 
	0.534 

	RPN1
	0.529 
	0.498 
	0.402 
	0.708 
	0.534 

	DTL
	0.492 
	0.459 
	0.506 
	0.685 
	0.536 

	TPX2
	0.534 
	0.436 
	0.434 
	0.739 
	0.536 

	PCLAF
	0.585 
	0.462 
	0.556 
	0.549 
	0.538 

	DAB2
	0.553 
	0.373 
	0.485 
	0.749 
	0.540 

	ADAM10
	0.559 
	0.401 
	0.462 
	0.738 
	0.540 

	CHST11
	0.587 
	0.417 
	0.428 
	0.732 
	0.541 

	EPHA8
	0.726 
	0.477 
	0.420 
	0.548 
	0.543 

	IRS1
	0.442 
	0.560 
	0.448 
	0.721 
	0.543 

	CDK1
	0.634 
	0.433 
	0.448 
	0.667 
	0.545 

	MMP1
	0.511 
	0.529 
	0.505 
	0.640 
	0.546 

	FSCN1
	0.442 
	0.451 
	0.544 
	0.749 
	0.546 

	TGFBI
	0.523 
	0.508 
	0.404 
	0.752 
	0.547 

	SMAD6
	0.599 
	0.468 
	0.509 
	0.619 
	0.548 

	LPCAT1
	0.460 
	0.571 
	0.488 
	0.680 
	0.550 

	CKAP2
	0.759 
	0.371 
	0.470 
	0.599 
	0.550 

	DNMT3B
	0.462 
	0.488 
	0.576 
	0.698 
	0.556 

	ELF4
	0.618 
	0.515 
	0.421 
	0.675 
	0.557 

	HSP90AA1
	0.414 
	0.575 
	0.483 
	0.759 
	0.558 

	ARL6IP1
	0.559 
	0.546 
	0.423 
	0.712 
	0.560 

	CXCL10
	0.588 
	0.444 
	0.473 
	0.738 
	0.561 

	CKS2
	0.595 
	0.527 
	0.427 
	0.742 
	0.573 

	GMNN
	0.569 
	0.529 
	0.446 
	0.754 
	0.574 

	MET
	0.752 
	0.410 
	0.428 
	0.709 
	0.574 

	NADK
	0.596 
	0.589 
	0.565 
	0.559 
	0.577 

	IPO9
	0.690 
	0.510 
	0.407 
	0.704 
	0.578 

	LAMA3
	0.491 
	0.579 
	0.447 
	0.798 
	0.579 

	GTSE1
	0.684 
	0.418 
	0.432 
	0.782 
	0.579 

	HNRNPA2B1
	0.574 
	0.506 
	0.541 
	0.700 
	0.580 

	NUP62
	0.734 
	0.406 
	0.456 
	0.739 
	0.584 

	KIF2C
	0.626 
	0.553 
	0.538 
	0.634 
	0.588 

	STIL
	0.761 
	0.565 
	0.501 
	0.542 
	0.592 

	MICB
	0.612 
	0.458 
	0.517 
	0.793 
	0.595 

	FEN1
	0.797 
	0.499 
	0.445 
	0.647 
	0.597 

	ITGB4
	0.635 
	0.589 
	0.448 
	0.754 
	0.606 

	WARS
	0.600 
	0.529 
	0.482 
	0.817 
	0.607 

	CDC20
	0.615 
	0.572 
	0.520 
	0.751 
	0.614 

	GALNT2
	0.620 
	0.388 
	0.676 
	0.788 
	0.618 

	ARPC1B
	0.781 
	0.393 
	0.552 
	0.757 
	0.621 

	LAMC2
	0.671 
	0.574 
	0.492 
	0.748 
	0.621 

	MMP12
	0.564 
	0.603 
	0.465 
	0.870 
	0.625 

	ITGA6
	0.486 
	0.629 
	0.543 
	0.854 
	0.628 

	PSMB2
	0.657 
	0.666 
	0.598 
	0.606 
	0.632 

	MSN
	0.572 
	0.632 
	0.454 
	0.874 
	0.633 

	TDGF1
	0.518 
	0.706 
	0.627 
	0.757 
	0.652 

	GBP1
	0.597 
	0.645 
	0.698 
	0.670 
	0.653 

	LY6E
	0.777 
	0.664 
	0.651 
	0.520 
	0.653 

	NMI
	0.715 
	0.742 
	0.614 
	0.589 
	0.665 

	MELK
	0.753 
	0.658 
	0.552 
	0.716 
	0.670 

	MYC
	0.753 
	0.649 
	0.804 
	0.713 
	0.730 

	PSMB9
	0.763 
	0.627 
	0.688 
	0.863 
	0.735 

	HERC5
	0.818 
	0.726 
	0.782 
	0.648 
	0.744 

	EGFR
	0.645 
	0.768 
	0.879 
	0.688 
	0.745 

	XAF1
	0.844 
	0.676 
	0.897 
	0.616 
	0.758 

	IFI35
	0.896 
	0.810 
	0.658 
	0.679 
	0.761 

	TAP1
	0.702 
	0.713 
	0.756 
	0.883 
	0.764 

	IRF9
	0.832 
	0.716 
	0.780 
	0.764 
	0.773 

	EIF4G1
	0.831 
	0.746 
	0.786 
	0.732 
	0.774 

	IFIT3
	0.725 
	0.768 
	0.865 
	0.762 
	0.780 

	PARP12
	0.909 
	0.745 
	0.873 
	0.628 
	0.789 

	UBE2L6
	0.825 
	0.758 
	0.747 
	0.829 
	0.789 

	CRLF2
	0.919 
	0.709 
	0.890 
	0.665 
	0.796 

	E2F3
	0.740 
	0.855 
	0.906 
	0.700 
	0.800 

	STAT1
	0.776 
	0.742 
	0.845 
	0.904 
	0.817 

	ADAR
	0.898 
	0.808 
	0.831 
	0.745 
	0.821 

	IFI44L
	0.962 
	0.899 
	0.918 
	0.558 
	0.834 

	DDX60
	0.876 
	0.734 
	0.930 
	0.798 
	0.835 

	IFI44
	0.895 
	0.864 
	0.904 
	0.712 
	0.844 
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