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[bookmark: _GoBack]Supplementary Figure S1.Process for identification of GIrlncRNAs.
Supplementary Figure S2.Univariate Cox regression analysis ultimately yielded a forest plot of 80 lncRNAs associated with prognosis-related genomic instability.
Supplementary Figure S3.Box plots of the proportion of IDH1 mutations and  Kaplan-Meier survival curves for the IDH1 mutation and GIrLncRNAs grouping in high-grade gliomas.
Supplementary Tables
Supplementary Table S1. Differentially expressed lncRNAs between the GU group and the GS group.
Supplementary Table S2. 80 lncRNAs associated with prognosis from Univariate Cox regression analysis.
