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Figure S1. Species diversity curse. A) Rarefaction curve, in which the abscissa is the number of sequences randomly 

drawn from a sample and the ordinate is the number of OTUs based on the number of sequences. B) Rank 

abundance, ordinal by OTUs abundance in abscissa and relative abundance in OTUs’ relative abundance in 

ordinate. Different samples are represented by polylines of different colors. 

Figure S2. Circos plot. (A) The microbial communities of different samples are phylogenetic at the genus level (top 

100). (B and C) The average relative abundances of the most prevalent bacterial phyla and order in each sample 

type plotted for the samples from the maternal and calf fecal samples. 

Figure S3. Bar plots showing differential abundant gut microbes of yak and cattle at A) 1, B) 2, C) 5, and D) 9 weeks 

before weaning, and E) their mothers, as identified by linear discriminant analysis (LDA) effect size (LEfSe). 

The bar plot shows scores for all the taxa with a LDA score ≥ 2. Labels are shown at the family and genera 

levels. 
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