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The single-cell RNA sequencing dataset generated in this study has been deposited in NCBI’s Gene Expression Omnibus (accession number: GSE164986).

Sample size calculation was performed before carrying out the in vivo mouse experiments. Power analysis with an expected SD of 0.15 and an
effect size of 0.4 yielded a number of samples of 4. For mRNA expression analysis a higher SD was used of 0.20, keeping the effect size at 0.4
yielded a number of samples of 6.

Outliers were detected using the Grubbs test with ! = 0.05. Outliers were detected in data shown in Figure 7 and Figure 8. Please see figure
legends for detailed information on outliers excluded.

Effect of WAY on proliferation was replicated in 3 different assays: in vitro and in vivo in mice using two different read-outs:
Immunofluorescence stainings (replicated twice) and mRNA expression.

Mouse pups from 4 different litters were randomly allocated to control group or treated group.

Investigator was blinded to group allocation during analysis.

For FACS: anti-GLT-1 (1:50; EKU03991, Biomatik, Ontario, Canada); Fc-receptor (1:20; 130-059-901, Miltenyi, Bergisch Gladbach,
Germany); donkey anti-rabbit AF488 (1:250; A32790, Invitrogen, Carlsbad, CA, USA); anti-CD11b-PE (1:80; 12-0118-42, Invitrogen
M1/70 clone); anti-CD271 APC (1:11; 130-110-078, Myltenyi); 7-AAD (1:50; 559925, BD Pharmingen).

For Immunofluorescence staining human: rabbit anti-SOX2 (1:100; AB5603, EMDMillipore, Burlington, MA, USA); goat anti-SFRP1
(1:100; AF1384, R&Dsystems, Minneapollis, MN, USA); mouse anti-PCNA (1:100; sc-56, Santa Cruz, Dallas, TX, USA); rabbit anti-P57
(1:100; ab75974, Abcam, Burlingame, CA, USA); rabbit anti-OLIG2 (1:100; 18953, IBL, Minneapolis, MN, USA); Hoechst 33258
(1:5000; H3569, Invitrogen).

For immunofluorescence staining mouse: rabbit anti-Sox2 (1:500; AB5603, EMDMillipore), rabbit anti-Sfrp1 (1:500; ab4193, Abcam),
mouse anti-Ki-67 (1:1000; ab15580, Abcam) and rabbit anti-Olig2 (1:200; IBL). Secondary antibodies conjugated to Alexa-555,
Alexa-594, Alexa- 488, Alexa-647 (1:1000; Invitrogen) or Tyramide Signal Amplification (Perkin Elmer, Waltham, USA) Cy3 (1:50) or




