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Figure S1. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S2. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the dominant genetic model for the minor allele (GG+TG vs. TT). 


[image: ]
Figure S3. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S4. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S5. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S6. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S7. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S8. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S9. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S10. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S11. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S12. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S13. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S14. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S15. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S16. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S17. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the homozygous additive genetic model for the minor allele (GG vs. TT).


[image: ]
Figure S18. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S19. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S20. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S21. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S22. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S23. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S24. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S25. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S26. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the heterozygous additive genetic model for the minor allele (TG vs. TT).


[image: ]
Figure S27. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S28. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S29. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S30. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S31. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S32. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S33. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the overdominant genetic model (TG vs. GG+TT).
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Figure S34. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the overdominant genetic model (TG vs. GG+TT).
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Figure S35. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the overdominant genetic model (TG vs. GG+TT).
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Figure S36. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the overdominant genetic model (TG vs. GG+TT).
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Figure S37. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S38. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S39. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the overdominant genetic model (TG vs. GG+TT).
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Figure S40. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the overdominant genetic model (TG vs. GG+TT).
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Figure S41. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the allele contrast genetic model (G vs. T).
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Figure S42. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, under the allele contrast genetic model (G vs. T).
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Figure S43. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the allele contrast genetic model (G vs. T).
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Figure S44. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis without the cohort #2 by Tong et al. (2008), under the allele contrast genetic model (G vs. T).
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Figure S45. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).
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Figure S46. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).
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Figure S47. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the allele contrast genetic model (G vs. T).
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Figure S48. Funnel plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in the overall group analysis, including only the sets with controls in Hardy-Weinberg equilibrium and excluding the cohort #2 by Tong et al. (2008), under the allele contrast genetic model (G vs. T).


[image: ]
Figure S49. Forest plot of the association between the EPO rs1617640 polymorphism and proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S50. Forest plot of the association between the EPO rs1617640 polymorphism and proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S51. Forest plot of the association between the EPO rs1617640 polymorphism and proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S52. Forest plot of the association between the EPO rs1617640 polymorphism and proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S53. Forest plot of the association between the EPO rs1617640 polymorphism and proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S54. Forest plot of the association between the EPO rs1617640 polymorphism and proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).
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Figure S55. Forest plot of the association between the EPO rs1617640 polymorphism and non-proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S56. Forest plot of the association between the EPO rs1617640 polymorphism and non-proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S57. Forest plot of the association between the EPO rs1617640 polymorphism and non-proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S58. Forest plot of the association between the EPO rs1617640 polymorphism and non-proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).


[image: ]
Figure S59. Forest plot of the association between the EPO rs1617640 polymorphism and non-proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S60. Forest plot of the association between the EPO rs1617640 polymorphism and non-proliferative diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).
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Figure S61. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S62. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).


[image: ]
Figure S63. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S64. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S65. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S66. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).
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Figure S67. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 1 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S68. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 1 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S69. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 1 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S70. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 1 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S71. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 1 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S72. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in subjects with type 1 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).


[image: ]
Figure S73. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S74. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S75. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S76. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S77. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S78. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).
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Figure S79. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (GG+TG vs. TT).
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Figure S80. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (GG vs. TG+TT).
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Figure S81. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (GG vs. TT).
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Figure S82. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TG vs. TT).
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Figure S83. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TG vs. GG+TT).
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Figure S84. Forest plot of the association between the EPO rs1617640 polymorphism and diabetic retinopathy in Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (G vs. T).
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Figure S85. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis, under the dominant genetic model for the minor allele (CC+TC vs. TT).
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Figure S86. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis, under the recessive genetic model for the minor allele (CC vs. TC+TT).
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Figure S87. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis, under the homozygous additive genetic model for the minor allele (CC vs. TT).
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Figure S88. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis, under the heterozygous additive genetic model for the minor allele (TC vs. TT).
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Figure S89. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis, under the overdominant genetic model (TC vs. CC+TT).
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Figure S90. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis, under the allele contrast genetic model (C vs. T).
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Figure S91. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (CC+TC vs. TT).
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Figure S92. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (CC vs. TC+TT).
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Figure S93. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (CC vs. TT).
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Figure S94. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TC vs. TT).


[image: ]
Figure S95. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TC vs. CC+TT).
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Figure S96. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (C vs. T).
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Figure S97. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (CC+TC vs. TT).
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Figure S98. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (CC vs. TC+TT).
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Figure S99. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (CC vs. TT).
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Figure S100. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (TC vs. TT).
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Figure S101. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (TC vs. CC+TT).
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Figure S102. Forest plot of the association between the EPO rs507392 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (C vs. T).
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Figure S103. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis, under the dominant genetic model for the minor allele (CC+AC vs. AA).
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Figure S104. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis, under the recessive genetic model for the minor allele (CC vs. AC+AA).
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Figure S105. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis, under the homozygous additive genetic model for the minor allele (CC vs. AA).
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Figure S106. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis, under the heterozygous additive genetic model for the minor allele (AC vs. AA).
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Figure S107. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis, under the overdominant genetic model (AC vs. CC+AA).
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Figure S108. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis, under the allele contrast genetic model (C vs. A).
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Figure S109. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (CC+AC vs. AA).
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Figure S110. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (CC vs. AC+AA).
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Figure S111. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (CC vs. AA).
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Figure S112. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (AC vs. AA).
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Figure S113. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (AC vs. CC+AA).
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Figure S114. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in the overall group analysis including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (C vs. A).
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Figure S115. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (CC+AC vs. AA).
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Figure S116. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (CC vs. AC+AA).
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Figure S117. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (CC vs. AA).
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Figure S118. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (AC vs. AA).
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Figure S119. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (AC vs. CC+AA).
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Figure S120. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in subjects with type 2 diabetes, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (C vs. A).
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Figure S121. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the dominant genetic model for the minor allele (CC+AC vs. AA).
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Figure S122. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the recessive genetic model for the minor allele (CC vs. AC+AA).
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Figure S123. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the homozygous additive genetic model for the minor allele (CC vs. AA).
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Figure S124. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the heterozygous additive genetic model for the minor allele (AC vs. AA).
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Figure S125. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the overdominant genetic model (AC vs. CC+AA).
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Figure S126. Forest plot of the association between the EPO rs551238 polymorphism and diabetic retinopathy in non-Asians, including only the sets with controls in Hardy-Weinberg equilibrium, under the allele contrast genetic model (C vs. A).
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Figure S127. Forest plot of the association between the EPO polymorphisms and diabetic retinopathy in the overall group analysis, by comparing the GCC haplotype with TTA haplotype.
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Figure S128. Forest plot of the association between the EPO polymorphisms and diabetic retinopathy, including only the sets with controls in Hardy-Weinberg equilibrium, by comparing the GCC haplotype with TTA haplotype.
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Sestietal Presentstudy (2) 97 256 122 348 —H———— 113 [081,158] 33%  61%
Fixed effect model 8924 9310 < 0.90 [0.85; 0.96] 100.0% -
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Heterogeneity: 1° = 75%, 7* = 0.0468, p < 0.01
075 1 15




image42.png
000 500 0o S0

Jou3 plepuels

0zo

14

12

10

08

06

Odds Ratio




image43.png
Study

Tong et al. 2008 (1)
Tong et al. 2008 (3)

Abhary etal. 2010 (1)
Abhary etal. 2010 (2)
Balasubbu et al. 2010

Yang etal. 2014

Song etal. 2015

Fanetal 2016

Montesanto et al. 2018
Kaur et al. 2021

Mankoc Ramus et al. 2021
Sesti et al. Present study (1)
Sesti etal. Present study (2)

Fixed effect model
Random effects model

276

132

75
164
217

70
225
198
284

97

Experimental
Events Total

748
758
340
204
688
422
888
794
214
604
434
844
256

7194

Heterogeneity: 1° = 60%, 1* = 0.0263, p < 0.01

Control

Events

219
134
110

52
485
114
128
354
227
264
495
207
122

Total

478
282
326
130
716
560
676
1592
652
624
1160
618
348

8162

Weight  Weight
Odds Ratio OR  95%-Cl (fixed) (random)
069 [055087] 11.0%  86%
072 [055.095] 7.7%  76%
125 [091,171]  45%  67%
097 [062:152] 25%  4.4%
098 [0.78:123] 102%  89%
085 [061,1.17] 53%  65%
097 [075:125] 78%  81%
132 [1.08,160] 112%  96%
091 [066:126] 49%  64%
081 [064:102] 107%  8.8%
113 [0.90;141] 96%  89%
101 [081;125] 104%  90%
113 [081,158] 42%  63%
0.97 [0.90; 1.04] 100.0% -
0.96 [0.86; 1.08] - 100.0%

075 1 15




image44.png
000

T
500

T T T
0o S0 0zo

Jou3 plepuels

14

12

10

08

Odds Ratio




image45.png
Experimental Control Weight  Weight

Study Events Total Events Total Odds Ratio OR  95%-Cl (fixed) (random)
Tong et al. 2008 (1) 276 748 219 478 ——+ 069 [055,087] 11.0%  10.0%
Tong et al. 2008 (2) 641 1730 545 1148 —=— | 065 [056.0.76] 268%  121%
Tong et al. 2008 (3) 300 758 134 282 ——— 072 055,095 7.7%  89%
Abhary etal. 2010 (2) 80 204 52 130 ——h———— 097 [062152 25%  55%
Balasubbu et al. 2010 463 688 485 716 — 098 [0.78;123] 101%  10.3%
Yang etal. 2014 75 422 114 560 ——H—T— 085 [061:1.17] 52%  7.8%
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