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Fig. S1 Multiple sequence alignments between TtGH74 and GH74 xyloglucanases from other fungal strains (Trichoderma reesei GH74 XP_006966240.1; Coniochaeta ligniaria GH74 OIW24422.1; Coniochaeta GH74 KAB5566692.1; Trichoderma parareesei GH74 OTA06671.1; Neurospora crassa GH74 XP_958569.1). Conserved tryptophan residues were indicated by yellow boxes.
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