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Supplementary tables 

Table S1. Back trajectories analysis of each sample obtained using the hybrid single-particle 

Lagrangian integrated trajectory model (HYSPLIT) 1,2. The data derived from the NOAA website 

(https://www.ready.noaa.gov/HYSPLIT.php). 
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Table S2. Significant differences (Wilcoxon signed-rank test) of diversity and richness between 

DNA and RNA divided by the air-mass source. Significant p values are underlined. 

Samples 

compared 

for 

p values 

Shannon-

Wiener 

diversity 

Observed 

richness 

NW 0.039 0.119 

NE 0.501 1.000 

SW 0.971 0.018 

SE 0.459 0.440 

 

Table S3. Significance of differences (Wilcoxon signed-rank test) in diversity and richness between 

airborne communities of sampled DNA and RNA. Significant p values are underlined. 

 p values 

Particle size compared 

Shannon-

Wiener diversity 

Observed 

richness 

Fine - Intermediate 0.243 0.076 

Fine - Coarse 0.063 0.007 

Intermediate - Coarse 0.108 0.038 

 

Table S4. Excel file containing the number of ASVs identified significantly more abundant in RNA 

or DNA communities and their corresponding taxonomic classification. 

Table S5. Excel file containing the full MaAslin2 modelling results. 
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Figure S1. Proportion of sequences representing bacterial taxa at the Phylum level across all 

samples in DNA and RNA communities. The y-axis represents the relative abundance of different 

phylum while x-axis represents different samples in each air-mass sources for both DNA and RNA 

communities. Color code represents the phylum level of taxonomic classification. 

 

 

Movie S1. The time average-hourly frames of dust column density maps for the SW air-mass back 

trajectory dated as 25.10.2019. 

Movie S2. The time average-hourly frames of dust column density maps for the SW air-mass back 

trajectory dated as 26.10.2019. 

Movie S3. The time average-hourly frames of dust column density maps for the NW air-mass back 

trajectory dated as 28.10.2019. 

Movie S4. The time average-hourly frames of dust column density maps for the NE air-mass back 

trajectory dated as 10.11.2019. 

Movie S5. The time average-hourly frames of dust column density maps for the SE air-mass back 

trajectory dated as 13.11.2019. 

Movie S6. The time average-hourly frames of dust column density maps for the SE air-mass back 

trajectory dated as 14.11.2019. 
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Movie S7. The time average-hourly frames of dust column density maps for the NE air-mass back 

trajectory dated as 18.11.2019. 

Movie S8. The time average-hourly frames of dust column density maps for the SW air-mass back 

trajectory dated as 26.11.2019. 

Movie S9. The time average-hourly frames of dust column density maps for the SW air-mass back 

trajectory dated as 11.12.2019. 

Movie S10. The time average-hourly frames of dust column density maps for the NW air-mass 

back trajectory dated as 11.06.2020. 

Movie S11. The time average-hourly frames of dust column density maps for the NW air-mass 

back trajectory dated as 24.06.2020. 

Movie S12. The time average-hourly frames of dust column density maps for the NW air-mass 

back trajectory dated as 28.07.2020. 

Supplementary methods 

Biostatistical microbiome data analysis 

filterAndTrim function in DADA2 3 package used for trimming, filtering and manually removing the 

primers. 

filterAndTrim(fnFs, filtFs, fnRs, filtRs, truncLen=c(240,200), maxN=0, maxEE=c(2,2), truncQ=2, 

rm.phix=TRUE, compress=TRUE, multithread=FALSE, trimLeft = c(19,20)) 
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