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Supplementary Table S3 
Univariate and multivariate cox proportional hazard regression analysis of 22 genes based on TCGA database

	Gene
	Univariate
	Multivariate

	
	HR
	P
	HR
	P

	CXCR5
	1.233632
	0.013465
	
	

	CD19
	1.151194
	0.019804
	
	

	PDCD1
	1.279521
	0.001284
	
	

	IL21R
	1.300843
	0.002321
	
	

	GZMB
	1.29393
	0.001287
	
	

	TNFRSF9
	1.254914
	0.001801
	
	

	CD38
	1.271727
	0.004488
	
	

	CXCL10
	1.233098
	0.0064
	
	

	SELL
	1.319797
	0.008861
	
	

	LAG3
	1.234082
	0.002357
	
	

	CD44
	1.210629
	0.048175
	
	

	CD80
	1.358777
	0.007572
	
	

	CCL21
	1.15497
	0.001443
	
	

	ITGA4
	1.333624
	0.018644
	
	

	CCL19
	1.206037
	2.77E-05
	0.17997
	0.020823

	IL6
	1.171632
	0.004977
	0.12025
	0.062824

	CXCL13
	1.238469
	3.79E-06
	0.22031
	0.000914

	BLK
	1.18704
	0.018914
	
	

	CD79A
	1.1366
	0.020603
	-0.2402
	0.014912

	FCRLA
	1.176055
	0.027419
	
	

	MS4A1
	1.183299
	0.012594
	
	

	POU2AF1
	1.162626
	0.005986
	
	



