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Supplementary Figure 1. Full-length Western blots. (A) Full-length Western blot of Figure 1C, left. (B) Full-length 
Western blot of Figure 1C, right. (C) Full-length Western blot of Figure 2E. (D) Full-length Western blot of 
Supplementary Figure 2D. (E) Full-length Western blot of Figure 3D. 



 
 
Supplementary Figure 2. (A) Cortical rim of COPS5 in 2-cell stage mouse embryos, revealed by a polyclonal rabbit 
antibody. Note that the cell boundaries in the DNA channel have been drawn by hand (thin dotted line). (B). As 
expected from the consumption of reagents during the Trim-away reaction, the riBAQ-quantified mass-spec 
fragments of mCHERRY-TRIM21 were detected in 2-cell embryos that received mCherry-Trim21 mRNA only, but 
not in those that received OGDB, or mCherry-Trim21 mRNA together with anti-COPS3 antibody, or 2-cell embryos 
that were not manipulated. As also expected, the riBAQ-quantified mass-spec fragments of the antibody (rabbit 
IgG) were detected only in 2-cell embryos that received anti-COPS3 only. (C). Confirmation that immunological 
SNAP23 inactivation occurs via the proteasome pathway. All 1-cell zygotes (N = 30) were injected with mCherry-
Trim21 mRNA and OGDB and cultured to the 2-cell stage, anti-SNAP23 antibody and OGDB was injected in one 
blastomere, and both blastomeres were then cultured with (N = 15 of 30) or without (N = 15 of 30) the proteasome 
inhibitor MG132. Again, note the brighter green fluorescence of the blastomere that also received the antibody 
in addition to the mRNA (OGDB high). While mCHERRY fluorescence decreases in the injected blastomere, this 
decrease is prevented when the embryo is cultured in the presence of MG132. mCHERRY fluorescence was 
quantified using Fiji (ImageJ) and analyzed statistically via t-test. Only embryos that presented no overlap of the 
sister blastomeres in the picture were quantified. Size bar: 50 μm. (D). TRIM21-mediated depletion of SNAP23 
causes the protein band of SNAP23 to disappear in the Western blot (N = 200 oocytes). The full-length blot is 
presented in Supplementary Figure 1. 

 
 
 
 
 
 


