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	Type
	Resource

	Total transcripts number
	180,769

	Total unigenes number
	126,979

	Total sequence base
	146,455,511

	Largest (bp)
	13,536

	Smallest (bp)
	201

	Average length (bp)
	810.18

	N50 (bp)
	1,176

	GC percent (%)
	42.55

	Mean mapped reads
	839.46



