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Additional file 1: Table S1. List of the identified MIOX genes in cotton. (XLSX 21kb)
Additional file 3: Table S2. Number of cis-elements present in the promoter regions of the MIOX genes. (XLSX 14kb)


Supplementary Figures legend
Additional file 2: Figure S1. Alignment of 85 MIOX protein sequence. Multiple sequence alignments were conducted using ClustalW. (PDF 36kb)
[bookmark: _GoBack]Additional file 4: Figure S2. Promoter analyses of MIOX genes. The promoter sequences (2 kb upstream of ATG) of the MIOX genes were analysed by PlantCARE. 
