Transcriptomic analysis reveals the contribution of QMrl-7B

to wheat root growth and development
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Additional file 1: Supplementary Figure 1.

The root traits of the five-leaf seedlings for the pairwised QMrl-7B NILs cultured in different N nutrient solutions for twenty-one days

(A) MRL, the maximum root length; (B) TRL, total root length; (C) RA, root surface area; (D) RV, root volumn. NN and LN indicate normal and low nitrogen conditions, respectively. AA and BB indicate the A-NIL with the superior alleles and the B-NIL with inferior alleles, respectively. “*” indicates the significant difference at p < 0.05. 

 (A-D) MRL, TRL, RA and RV of the five-leaf seedlings of the pairwised NILs in both NN and LN conditions.
Additional file 2: Supplementary Figure 2.

Correlation analysis of each sample
Heat map of correlation analysis of three biological replicates of each material. NN and LN indicate normal and low nitrogen conditions, respectively. AA and BB indicate the A-NIL and the B-NIL, respectively.
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