The evolutionary conserved transmembrane BAX inhibitor motif (TMBIM) containing protein family is essential for the development and survival of Drosophila Melanogaster
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Table S1

RNA: line construct insertion location
cG7188 #1v3235 GD  dna1660 random
dmTMBIM6 #2 v37108 GD dna1660 random
CG2076 #1v50221 GD dna16580 random
dmTMBIM5 #2 BL64564 TRIP valium20 attP40, 25C6
CG30379 #1 BL36679 TRIP valium20, HMS01567  attP2, 68A4
dmTMBIM4 #2 BL28988 TRIP valium10, JFO2888 attP2, 68A4
CG3798 #1v28365 GD dnal12774 random
dmTMBIM3 #2 BL28361 TRIP valium10, JFO2997 attP2, 68A4
CcG3814 #1v4671 GD dna1968 random
dmTMBIM2 #2 BL33354 TRIP valium20, HMS00225  attP2, 68A4
cGo722 #1v6679  GD  dna2982 random
dmTMBIM1 #2 BL28052 TRIP valium10, JFO2887 attP2, 68A4
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