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Fig. S1 Sketch map of Fujian coastal mangrove sediments showing the sampling sites. A total of 48 surface sediment samples were collected in 2018. The map was performed using ArcGIS 10.1 (ESRI, Redlands, CA, USA).
[image: 稀释曲线只保留所有站位合并+普雷斯顿模型]
Fig. S2 Archaeal and bacterial diversity of mangrove sediment. A: Rarefaction curves of similarity-based operational taxonomic unit (OTU) at 97% sequence similarity level of 48 samples. B: OTU abundance distribution and fit to the Preston log-normal model using two approximations: maximized likelihood to log2 abundances (blue line) and Quasi-Poisson fit to octaves (red line). Calculation of the Preston veil, which infers the number of OTUs that we missed during our sampling, confirmed that we captured most of the archaeal and bacteria richness, thus allowing extraction of general patterns of archaeal and bacteria biodiversity from our data set.
[image: 细菌古菌合并]
Fig. S3 Comparison of richness and shannon-wiener index between overall archaeal and bacterial communities. ***, P < 0.01 (Tukey’s HSD test).
[image: 细菌古菌8图]
Fig. S4 Relative abundance of archaeal and bacterial taxa at phylum level among four different types of vegetation zones.
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Fig. S5 The network degree distribution patterns of archaea and bacteria.
[image: 细菌古菌8图合并_纵向_选择]
Fig. S6 Comparison of node-level topological features among four different types of vegetation zones of archaeal and bacterial subcommunities. The top and bottom boundaries of each box indicate the 75th and 25th quartile values, respectively, and lines within each box represent the median values. Different letters indicate the significant level at P < 0.01 level determined by Tukey’s HSD test.
[image: 古菌4个生境合并]
Fig. S7 Zi-Pi plot showing the distribution of archaeal OTUs among four different types of vegetation zones based on their topological roles. Each symbol represents an OTU. The topological role of each OTU was determined according to the scatter plot of within-module connectivity (Zi) and among-module connectivity (Pi).
[image: 细菌4个生境]
Fig. S8 Zi-Pi plot showing the distribution of bacterial OTUs among four different types of vegetation zones based on their topological roles. Each symbol represents an OTU. The topological role of each OTU was determined according to the scatter plot of within-module connectivity (Zi) and among-module connectivity (Pi).
[image: 细菌古菌4个生境合并]
Fig. S9 Network robustness analysis of archaeal and bacterial communities among four different types of vegetation zones in the mangrove sediments.
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