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Dear Editors: 

We would like to submit the enclosed manuscript entitled “H3K4me3 and H3K27ac 

activated lncRPL34-AS1 acts as a suppressor of esophageal squamous cell 

carcinoma via targeting miR-575/ACAA2 axis and binding to ALOX12B and CAT”, 

which we wish to be considered for publication in the Journal of Experimental & 

Clinical Cancer Research. 

 

Esophageal squamous cell carcinoma (ESCC), the major type of esophageal cancer in 

China accounting for approximately 90% of EC cases, remains one of the most lethal 

of malignancies and a major health burden. However, the pathological roles of lncRNAs 

in esophageal squamous cell carcinoma (ESCC) remain largely unknown. In the present 

study, we identified abnormal histone modification-mediated activation of a novel 

lncRNA RPL34-AS1, which was obviously downregulated in ESCC and functioned as 

a tumor suppressor. Furthermore, we also demonstrated that lncRPL34-AS1 acted as an 

endogenous sponge of miR-575 and subsequently promoted ACAA2 expression to 

inhibit ESCC cell growth and metastasis. LncRPL34-AS1 may affect the ESCC 

progression via interacting with protein ALOX12B and CAT, thus promoting 

transcription and translation process. our results reveal a role for lncRPL34-AS1 in 

ESCC tumorigenesis and may provide a strategy for using lncRPL34-AS1 as a potential 

biomarker and a therapeutic target for patients with ESCC. We hope that the scientific 

quality of this work is suitable for publication in your journal. 

No conflict of interest exits in the submission of this manuscript, and manuscript is 

approved by all authors for publication. I would like to declare that the work described 

was original research that has not been published previously, and not under 

consideration for publication elsewhere, in whole or in part. All the authors listed have 

approved the manuscript that is enclosed. We greatly appreciate your kind consideration 

on this submission. Please do not hesitate to contact me directly if any further 

information is required. I look forward to hearing from you. 
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Warm regards, 

Lihong Yin 

Key Laboratory of Environmental Medicine Engineering, Ministry of Education, 

School of Public Health, Southeast University, Nanjing 210009, China; 

E-mail: lhyin@seu.edu.cn 

Tel.: +86-025-8327-2583 
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Additional file 1: Tables 

Additional file 1: Table 1. Primers for RT-qPCR. 

Gene name  Primer sequences (5’ to 3’) 

RPL34-AS1 Forward TACAGGCACTCGCCATCAT 

 Reverse CCATTTATAGCACCTAGAACAGC 

ACAA2 Forward TATTGGTCCTGTCCCTGCTAT 

 Reverse CTCCTCCATTCACATTGGTTTTA 

NXN Forward GTGGAGGTGCTGAACGACG 

 Reverse CGGCTACGAAGAACAGAAGG 

CERS2 Forward CTGATGTCAAGCGAAAGGATT 

 Reverse ACCAGTCGGGTGATGATAAAA 

INPP5K Forward CAGAATTGTGAGGGGCGAGAC 

 Reverse TGTAGGTGGGCGGGAAGAGTA 

RAPGEF1 Forward TTCCACTCACCCAAAATCAA 

 Reverse TTCTACTGCCTGCTGCTCC 

ATP6V0E1 Forward ACGCGGTCAGCTATTGACAC 

 Reverse TAACTCCCCGGTTAGGACCC 

β-actin Forward CTACCTCATGAAGATCCTCACCGA 

 Reverse TTCTCCTTAATGTCACGCACGATT 
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Additional file 1: Table 2. Nucleotide sequences for transfection. 

  Nucleotide sequences (5’ to 3’) 

si-RPL34-AS1-1 Forward GUCAAGGCCACGCAGAAAUCUdTdT 

 Reverse AGAUUUCUGCGUGGCCUUGACdTdT 

si-RPL34-AS1-2 Forward GUCCUGCAUAGCGUGCUUACAdTdT 

 Reverse UGUAAGCACGCUAUGCAGGACdTdT 

si-RPL34-AS1-3 Forward GCACCUGGCUCUAAUAGUUGAdTdT 

 Reverse UCAACUAUUAGAGCCAGGUGCdTdT 

si-RPL34-AS1-NC Forward GUGAGCGUCUAUAUACCAUdTdT 

 Reverse AUGGUAUAUAGACGCUCACdTdT 

miR-575 mimics Forward GAGCCAGUUGGACAGGAGC 

 Reverse GCUCCUGUCCAACUGGCUC 

miR-NC Forward UCACAACCUCCUAGAAAGAGUAGA 

 Reverse UCUACUCUUUCUAGGAGGUUGUGA 

miR-575 inhibitor  GCUCCUGUCCAACUGGCUC 

miR-inhibitor-NC  UCUACUCUUUCUAGGAGGUUGUGA 

pcDNA3.1-RPL34-AS1 Forward CCCAAGCTGGCTAGCGTTTAAACTT

AAGCTTGATGCAGGGAACCACCACG

TTGTACGGC 

 Reverse GTTTAAACGGGCCCTCTAGACTCGA

GCGGCCGCGTGTCTTAAATCCCAGT

GTTTATTG 
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Additional file 1: Table 3. Nucleotide sequences for transfection. 

Probe number Probe sequence (5'to 3')                                            

2001021A-P1 cacgttggttgccgtacaac 

2001021A-P2 tttcatttgcgtttgtttcc 

2001021A-P3 tagcgatggagagcagagag 

2001021A-P4 tgtggccactatgcgaaaat 

2001021A-P5 gggaaattgttccaagttcc 

2001021A-P6 tcttgagacatcaacgggcc 

2001021A-P7 taaccccaaaatccacagtg 

2001021A-P8 caggcgagtgagagacgatg 

2001021A-P9 atatgcacttcctcatgaga 

2001021A-P10 aaatcatcccagtcacatca 

2001021A-P11 gtattaatgctcacttcctt  

2001021A-P12 atcggtgatattcacagctc 

2001021A-P13 acccacatctatttaagctc 

2001021A-P14 aagcacgctatgcaggacag 

2001021A-P15 ggactggaatggtacaaaca 

2001021A-P16 tgaaacgcaaggacctatgt 

2001021A-P17 gattgagttcagcatagttt  

2001021A-P18 cacattgacctagactcaca  

2001021A-P19 acacataatttccaggtgtt 

2001021A-P20 agatctaggaagttactccc 

2001021A-P21 aaggtccagcagttacttag 

2001021A-P22 aagaaaacatttggccccac 

2001021A-P23 tccagcacataaacttcgga 

2001021A-P24 acagcgactagagactcaca 

2001021A-P25 atctctcagtggcagaattc 

2001021A-P26 ctggtctgacagtaaggagg 

2001021A-P27 tcaactattagagccaggtg 

2001021A-P28 agtgagattgacagagagga 

2001021A-P29 tatttgtaagccaccagcaa 

2001021A-P30 aaacacgaaggggctcagtt 

2001021A-P31 taccgatttttgccaaaggt 

2001021A-P32 agagtactcctctattatcc 

2001021A-P33 aatagagtgatcagtgtccc 
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2001021A-P34 gcctccaaaaagcatgacat 

2001021A-P35 gggaagctgaggtggaagaa 

2001021A-P36 actggccaacatggtagaac 

2001021A-P37 ataaatatttgctgccgggt 

2001021A-P38 atgttgtctgatgtctgtct 
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Additional file 2: Figures 

Additional file 2: Figure. S1 

 

Fig. S1 The mRNA expression profiles of lncRPL34-AS1. a, b. The cluster 

analysis and volcano plot of differentially expressed genes. c-f. The molecular 

function, cellular component, biological process and enrichment pathways were 

analyzed by GO analysis and KEGG pathway. 

 


