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Figure S6-2 Synteny analysis of HMs genes between H. vulgare and rice
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Figure S6-3 Synteny analysis of HMs genes between S. bicolor and rice
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Figure S6-4 Synteny analysis of HMs genes between S. viridis and rice
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Figure S6-5 Synteny analysis of HMs genes between S. italic and rice
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Figure S6-6 Synteny analysis of HMs genes between Z. mays and rice
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